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Abstract: Supramolecular chemistry is moving into a direction
in which the composition of a chemical equilibrium is no
longer determined by thermodynamics but by the efficiency
with which kinetic states can be populated by energy consum-
ing processes. Herein, we show that DNA is ideally suited for
programming chemically fueled dissipative self-assembly pro-
cesses. Advantages of the DNA-based systems presented in this
study include a perfect control over the activation site for the
chemical fuel in terms of selectivity and affinity, highly selective
fuel consumption that occurs exclusively in the activated
complex, and a high tolerance for the presence of waste
products. Finally, it is shown that chemical fuels can be used to
selectively activate different functions in a system of higher
complexity embedded with multiple response pathways.

Over the past decades, supramolecular chemistry has
permitted enormous advancements in the fields of nano-
technology,[1, 2] materials science,[3, 4] catalysis,[5, 6] and nano-
medicine.[7–10] Supramolecular chemistry exploits non-cova-
lent interactions to form functional structures that typically
reside at thermodynamic equilibrium. Although this is
a favourable property for many applications, it also poses an
intrinsic limitation to the reproduction of properties like
motility, adaptation, evolution, and oscillation, which are
characteristic of living organisms. Indeed, nature exploits
chemical energy to assemble structures that are not at
thermodynamic equilibrium.[11–13] This is exemplified in
Figure 1, which illustrates how the high-energy state of an
equilibrium reaction can be populated through alternative
pathways relying on fuel consumption.

There is a strong current interest in implementing this
principle in synthetic systems, as it will lead to materials,[14,15]

nanodevices,[16] and catalysts[17] with unprecedented proper-
ties.[14, 18–23] Compared to self-assembly under thermodynamic
control, however, it requires not only an optimization of the
thermodynamic parameters but also, more importantly,

a tuning of the kinetics of the chemically distinct forward-
and background reactions.[15, 24, 25]

Synthetic nucleic acid strands (DNA and RNA) have
emerged as ideal components for self-assembly processes. The
high programmability and straightforward thermodynamic
prediction of the involved noncovalent interactions, together
with the low cost of synthesis, has given a strong impulse to
field of nanotechnology and supramolecular chemistry, which
is illustrated by the large number of structures, nanomachines,
and materials that have been reported.[26–31] Although fuel-
driven systems have been reported, mostly related to DNA-
based molecular motors, walkers, or transport systems, the
vast majority of examples rely on thermodynamics as the
driving force for formation.[32–36]

Herein, we show that DNA is particularly suited for
designing out-of-equilibrium systems. The versatility of the
systems presented in this study shows the ease with which
energy-dissipating DNA systems can be designed. This facility
originates principally from the high predictability of the
molecular recognition processes, which involve the fuel, and
also from the high level of control that can be exerted over the
kinetic processes related to fuel consumption, which is a result
of the high specificity and selectivity of the enzymes used.

As a first model system we employed a clamp-like DNA-
based receptor[37–39] that can recognize a specific 9-base DNA
cargo through Watson–Crick and Hoogsteen interactions
forming a triplex structure (Figure 2 a, bottom). As the fuel
we used an 18-base RNA strand that, by binding to the loop
portion of the DNA receptor, causes a conformational change
that induces an opening of the triplex complex leading to the
release of the DNA cargo (Figure 2a, top). Finally, as the fuel-
consuming unit, we employed the endoribonuclease enzyme

Figure 1. Non-covalent interactions between a receptor and a ligand
are often described as simple thermodynamically dominated processes
in which the resulting systems reside at the thermodynamic minimum
of the energy landscape. In living systems, however, chemical energy is
often employed to achieve interactions that are not in thermodynamic
equilibrium leading to a much more advanced way to temporally
control and regulate biological processes and pathways.
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RNase H, an enzyme that has been already employed to
control DNA-based nanodevices.[40] RNase H is an endonu-
clease able to bind the RNA/DNA heteroduplex formed
between the DNA loop and the RNA fuel and hydrolyze
selectively the RNA strand. Importantly, the enzyme acts only
on RNA when it is bound to DNA, implying that fuel
consumption is intimately connected to formation of the
active complex. This aspect is very common in naturally
occurring dissipative systems but has hardly been reproduced
in synthetic systems. RNA cleavage restores the capacity of
the DNA receptor to load the DNA cargo (Figure 2a,
bottom). The transient loading/release of the DNA cargo
can be monitored by labeling the cargo with a fluorophore/
quencher pair at the two ends. Binding of such an optically
labelled DNA strand to the DNA-based receptor is accom-
panied by an increase in fluorescent intensity while the
release is accompanied by a decrease in signal.

Initially, we verified the possibility of releasing DNA
cargo using an RNA fuel by measuring the binding affinity of
the cargo for the DNA receptor in the absence and presence
of an 18-base RNA fuel strand under non-dissipative con-
ditions (Figure 2 b). As the RNA fuel causes a conformational
change that inhibits triplex formation by the DNA receptor,
we observed a strong increase of the receptor–cargo dissoci-
ation constant by almost three orders of magnitude compared
to that observed in the absence of RNA (Kd_cargo = 7� 2 �
10�9

m, Kd_cargo+RNA = 4� 1 � 10�6
m ; Figure 2b). This indicates

that the RNA fuel is indeed a strong allosteric effector for
regulating the loading and release of DNA from the receptor
(Figure 2c, grey dots). Notably, in the presence of both fuel

and RNase H and after a determined period (60 min), the
receptor�s ability to bind the cargo was restored and we
observed an affinity constant (10� 8 � 10�9

m) that is within
error from the original affinity observed in the absence of the
fuel (7� 2 � 10�9

m ; Figure 2b).
Under dissipative conditions, promoted by the presence of

RNase H, we achieved an efficient temporal control over the
loading/release of the DNA cargo (Figure 2c). The addition
of RNA fuel resulted in a rapid decrease in fluorescence
intensity, indicating cargo release, followed over time by
a gradual increase to the initial value. Control experiments
using fluorescence and native PAGE electrophoresis showed
that the enzyme is not able to hydrolyze the receptor/cargo
complex (Supporting Information, Figure S1–3). The time
interval during which the DNA cargo is released from the
receptor can be controlled both by the fuel consumption rate,
which is determined by the enzyme concentration, and the
fuel concentration. It was observed that upon increasing the
concentration of RNase H from 5 to 50 UmL�1, with a fixed
concentration of the RNA fuel (10�7

m), the half-life of the
cargo resident time outside the receptor is decreased from 73
to 2 min (Figure 2c and the Supporting Information, Fig-
ure S4). It is noted that at high RNase H concentration,
energy dissipation occurs at such a high rate that full
displacement of all DNA cargo cannot be achieved. Likewise,
an increase in RNA fuel concentration from 50 to 250 � 10�9

m

at a fixed enzyme concentration (25 UmL�1) caused an
increase in the half-life from 2 to 38 min, Figure 2d and
Figure S4). The full reversibility of the transient process was
demonstrated by performing multiple load–release cycles

Figure 2. a) A DNA-based receptor (grey/blue strand) for the dissipative release of a cargo (orange). b) Binding curves of receptor/cargo in the
absence (black) and presence (red) of equimolar concentration of the fuel strand and in the presence of both fuel and RNase H enzyme (green).
c) Kinetic traces showing the transient release of the cargo (3 � 10�8

m) from the receptor (3 � 10�8
m) after addition of the fuel strand (10�7

m) and
at different concentrations of RNase H. Solid lines represent the best fits to the kinetic model (see text and the Supporting Information).
d) Kinetic traces showing the release of the cargo (3 � 10�8

m) from the receptor (3 � 10�8
m) after addition of different concentrations of the fuel

strand and at a fixed concentration of RNase H (25 U mL�1). Solid lines represent the best fits to the kinetic model. e) Kinetic traces showing the
reversible transient release of the cargo (3 � 10�8

m) from the receptor (3 � 10�8
m) after sequential addition of the fuel strand (10�7

m) in the
presence of RNase H (25 UmL�1). Experiments performed in 10 mm Tris buffer, 3 mm MgCl2, and 10 mm DTT, at pH 7.0 and 25 8C.
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with the same system through the repetitive additions of
a constant amount of fuel (10�7

m, Figure 2e). This experiment
shows that (at least) seven complete cycles can be formed
without a significant loss of intensity. It is only noted that the
kinetics of cargo reloading slightly slow down after each cycle,
which may be the result of the limited stability of the enzyme
over time or the inhibitory effect of waste products on
enzymatic activity. Nonetheless, these results illustrate an
important feature of DNA-based dissipative systems, which is
their high tolerance to waste products. This is a major step
forward compared to most synthetic out-of-equilibrium
systems described so far.

To gain a more complete insight into the kinetic processes
involved, a kinetic model was developed and used to fit the
traces collected at different concentrations of fuel and
enzyme. The model takes into account the receptor–cargo
and receptor–fuel binding equilibria (Figure 2b and the
Supporting Information, Figures S5–10), as well as RNA
hydrolysis in the heteroduplex by the enzyme through
Michaelis–Menten kinetics. Finally, since at fuel concentra-
tions above circa 10�7

m, it is observed that the signal intensity
does not completely return to the initial value, an interference
of the hydrolysis waste products in the process has been
included (modeled as a single entity). This is consistent with
the fact that RNase H is known to produce also some
oligonucleotides[41] that may compete with the fuel for
binding. The minimal model is able to fit each experimental
curve independently and correctly predicts the observed
trends qualitatively.

An analysis of the sensitivity of the parameters reveals
that the kcat value, which describes the catalytic efficiency of
RNase H in cleaving the fuel, largely dictates the temporal
control over the cargo release. However, both the kinetics of
receptor–cargo and receptor–fuel heteroduplex formation are
relevant to correctly describe the observed behavior. The
dissociation of the receptor–cargo complex controls the initial
decrease in emission intensity. However, the heteroduplex
formation reaction becomes important after this initial phase.
In the present system, the fuel RNA hydrolysis, being
irreversible, is always the furthest away from equilibrium
and therefore has an important role in determining the speed
of the entire process, just as what happens in biochemical
pathways.[42] Among the reversible reactions the receptor–
RNA adduct formation is kept away from equilibrium
throughout the whole process, whereas the receptor–cargo
equilibrium is perturbed only in the initial and final stages
(see the Supporting Information, Figure S11), as it adapts in
a Le-Chatelier-like manner to the amount of free receptor
available in the intermediate period.

An important strength of DNA-based out-of-equilibrium
systems is related to fact that the energy dissipation pathway
is highly enzyme-selective, which is caused by the substrate-
selectivity of the involved enzyme. To demonstrate this, we
employed Nt.BsmAI, which is a nickase able to recognize
a specific double-strand DNA sequence and to cut only one of
the two strands at a specific point. As expected, in the
presence of this enzyme, we do not observe any dissipative
behavior after the addition of the fuel to the receptor/cargo
complex solution (Supporting Information, Figure S12).

However, the selectivity changes entirely when we control
DNA cargo release in the above system with a DNA fuel
strand (instead of RNA). In this case, Nb.Bsml is able to
dissipate energy because it recognizes and hydrolyzes selec-
tively the DNA fuel strand when bound to the DNA receptor.
Apart from the different enzyme used for energy dissipation,
this new system bears the same characteristics as the original
one in terms of reversibility and life-time control (Supporting
Information, Figure S13–15).

From the perspective of allosteric control, the RNA fuel
causes a transient up-regulation of the concentration of DNA
cargo in the previously described system. The versatility of
DNA recognition permits equally well the design of a fuel-
driven system for the transient down-regulation of the
concentration of the cargo. The design is based on a stem-
loop DNA structure containing two 18-base tails at the two
ends of the stem (Figure 3a). As the DNA cargo we have

employed a DNA sequence complementary to the loop
portion of this receptor and as the fuel an RNA strand that
binds to one of the two tails of the receptor partially invading
the stem portion (Figure 3a). Binding of the RNA strand (in
this case acting as an allosteric activator) causes a conforma-
tional change that increases the affinity of the DNA receptor
for the cargo by around one order of magnitude (Supporting
Information, Figure S16). Also for this system, we relied on
RNase H for energy dissipation, which resulted in a return of
the receptor to the original stem-loop structure releasing the
cargo. For this system, the release/loading of the cargo could
be easily monitored by labeling the DNA cargo with
a fluorophore and the receptor with a quencher. In this way,
association of the cargo is accompanied with a decrease in

Figure 3. a) A stem-loop receptor (grey/blue strand) for the dissipative
load of a cargo (orange). b) Kinetic traces showing the transient
loading of the cargo (3 � 10�8

m) to the receptor (10�8
m) after addition

of the fuel strand (3 � 10�7
m) and at different concentrations of

RNase H. c) Kinetic traces showing the reversible transient loading of
the cargo (3 � 10�8

m) to the receptor (10�8
m) after sequential addition

of the fuel strand (3 � 10�7
m) in the presence of RNase H (25 U mL�1).

Experiments performed in 10 mm Tris buffer, 3 mm MgCl2, and 10 mm

DTT, at pH 7.4 and 45 8C.
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fluorescence intensity. This system displays an excellent
performance in terms of controllability of the life time
(between 7 and 34 min) of a single cycle by regulating either
the enzyme (Figure 3 b and the Supporting Information,
Figure S18) or fuel (Figure S17–18) concentration. Up to 7
load–release cycles could be easily performed with just
a minor drift in the signal intensities (Figure 3c). The
transient strand capture was confirmed by native PAGE
electrophoresis experiments (Supporting Information, Fig-
ure S19).

The systems described above illustrate the versatility of
DNA as a functional material for designing out-of-equilibri-
um systems. Energy dissipation pathways can be selectively
introduced relying on the natural selectivity of the enzymes.
The systems display a high tolerance to the accumulation of
waste products, and a large number of cycles can be typically
performed without significant signs of fatigue. Moreover, the
high specificity of DNA recognition makes this material
optimal to design fuel-driven dissipative systems of higher
complexity. To illustrate this potential, we returned to the first
example that was discussed. An important aspect of using
DNA/RNA as fuel is that the activation process is subject to
the same selectivity rules that govern duplex formation. Thus,
the addition of a non-specific fuel having just 2-base
mismatches is not able to trigger the release of the cargo
(Supporting Information, Figure S20). This implies that
systems can be designed containing different fuel-loading
sites, which will be transiently activated only in case the
appropriate fuel is added. We illustrated this concept by
designing a minimal system composed of the clamp-like
receptor used earlier and an alternative receptor of the same
type, but containing different cargo- and fuel-loading sites
(Figure 4).

The DNA cargo for the new receptor was labeled with
a different fluorophore–quencher couple to permit a monitor-
ing of its position independently from the original DNA
cargo. Both receptors, loaded with their respective DNA
cargo, were combined in the same solution in the presence of
RNase H as the common energy dissipating unit. Interest-
ingly, addition of fuel 1, selective for receptor 1, resulted in
the transient displacement of just cargo 1 (Figure 4, blue).

The addition of fuel 2 activated just receptor 2 for cargo
release; even if a minor non-specific signal is observed with
system 1, probably owing to partial complementary of the
sequences used (Figure 4, red). This preliminary result
demonstrates for the first time that it is indeed possible to
transiently activate selective functions in systems of higher
complexity.

Herein, we have demonstrated an efficient and versatile
strategy to design synthetic DNA-based receptors that, by
mimicking the real-time temporal control characteristic of
allosterically controlled biomolecular receptors and
machines, can transiently and orthogonally load or release
a molecular cargo under dissipative control. The examples we
have demonstrated offer several advantages compared to
other out-of-equilibrium synthetic systems described to date.
The use of nucleic acids also allows the choice among a wide
range of available very specialized enzymes that can selec-
tively cleave only one DNA or RNA strand in a duplex and
recognize a specific sequence in the same duplex. This allows
the orthogonal use of different enzymes to achieve temporal
control of different DNA-based receptors in a way that can
hardly be achieved in other synthetic devices.

Acknowledgements

This work was supported by the European Research Council,
ERC (project no. 336493) (FR), by the Associazione Italiana
per la Ricerca sul Cancro, AIRC (project no. 14420) (F.R.), by
the Italian Ministry of Health (project no. GR-2010-2317212)
(F.R.) and by the Italian Ministry of University and Research
(Project of National Interest, PRIN, 2012CTAYSY) (F.R.).

Conflict of interest

The authors declare no conflict of interest.

Keywords: dissipative self-assembly · DNA devices ·
DNA nanotechnology · supramolecular chemistry ·
temporal control

[1] F. A. Aldaye, A. L. Palmer, H. F. Sleiman, Science 2008, 321,
1795 – 1799.

[2] I. V. Kolesnichenko, E. V. Anslyn, Chem. Soc. Rev. 2017, 46,
2385 – 2390.

[3] T. Aida, E. W. Meijer, S. I. Stupp, Science 2012, 335, 813 – 817.
[4] D. B. Amabilino, D. K. Smith, J. W. Steed, Chem. Soc. Rev. 2017,

46, 2404 – 2420.
[5] D. Astruc, E. Boisselier, C. Ornelas, Chem. Rev. 2010, 110, 1857 –

1959.
[6] a) M. Raynald, P. Ballaster, A. Vidal-Ferran, P. W. N. M. van

Leeuwen, Chem. Soc. Rev. 2014, 43, 1660 – 1733; b) M. Raynald,
P. Ballaster, A. Vidal-Ferran, P. W. N. M. van Leeuwen, Chem.
Soc. Rev. 2014, 43, 1734 – 1789.

[7] M. J. Webber, E. A. Appel, E. W. Meijer, R. Langer, Nat. Mater.
2016, 15, 13 – 26.

Figure 4. a) Two different DNA-based receptors can load and release
a specific nucleic acid cargo and can be controlled by a specific fuel
strand. b) Kinetic traces show the signals of the two different cargos
(both at 3 � 10�8

m) from the receptor (both at 3 � 10�8
m) after addition

of the fuel strand (5 � 10�8
m) in the presence of RNase H (25 U mL�1).

Experiments performed in 10 mm Tris buffer, 3 mm MgCl2, and 10 mm

DTT, at pH 7.0 and 37 8C. Cargo 1 is labeled with FAM and BHQ1
while cargo 2 is labeled with Quasar670 and BHQ2.

Angewandte
ChemieCommunications

4 www.angewandte.org � 2018 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim Angew. Chem. Int. Ed. 2018, 57, 1 – 6
� �

These are not the final page numbers!

https://doi.org/10.1126/science.1154533
https://doi.org/10.1126/science.1154533
https://doi.org/10.1039/C7CS00078B
https://doi.org/10.1039/C7CS00078B
https://doi.org/10.1126/science.1205962
https://doi.org/10.1039/C7CS00163K
https://doi.org/10.1039/C7CS00163K
https://doi.org/10.1021/cr900327d
https://doi.org/10.1021/cr900327d
https://doi.org/10.1039/C3CS60027K
https://doi.org/10.1039/C3CS60037H
https://doi.org/10.1039/C3CS60037H
https://doi.org/10.1038/nmat4474
https://doi.org/10.1038/nmat4474
http://www.angewandte.org


[8] H. Cabral, N. Nishiyama, K. Kataoka, Acc. Chem. Res. 2011, 44,
999 – 1008.

[9] X. Ma, Y. Zhao, Chem. Rev. 2015, 115, 7794 – 7839.
[10] H.-Q. Peng, Li-Ya. Niu, Y.-Z. Chen, L.-Z. Wu, C.-H. Tung, Q.-Z.

Yang, Chem. Rev. 2015, 115, 7502 – 7542.
[11] S. Mann, Angew. Chem. Int. Ed. 2008, 47, 5306 – 5320; Angew.

Chem. 2008, 120, 5386 – 5401.
[12] E. Karsenti, Nat. Rev. Mol. Cell Biol. 2008, 9, 255 – 262.
[13] H. Hess, J. L. Ross, Chem. Soc. Rev. 2017, 46, 5570 – 5587.
[14] R. Merindol, A. Walther, Chem. Soc. Rev. 2017, 46, 5588 – 5619.
[15] S. A. P. Van Rossum, M. Tena-Solsona, J. H. Van Esch, R.

Eelkema, J. Boekhoven, Chem. Soc. Rev. 2017, 46, 5519 – 5535.
[16] S. Kassem, T. van Leeuwen, A. S. Lubbe, M. R. Wilson, B. L.

Feringa, D. A. Leigh, Chem. Soc. Rev. 2017, 46, 2592 – 2621.
[17] L. J. Prins, Acc. Chem. Res. 2015, 48, 1920 – 1928.
[18] C. Pezzato, L. J. Prins, Nat. Commun. 2015, 6, 7790.
[19] S. Maiti, I. Fortunati, C. Ferrante, P. Scrimin, L. J. Prins, Nat.

Chem. 2016, 8, 725 – 731.
[20] E. Mattia, S. Otto, Nat. Nanotechnol. 2015, 10, 111 – 119.
[21] C. Pezzato, C. Cheng, J. F. Stoddart, R. D. Astumian, Chem. Soc.

Rev. 2017, 46, 5491 – 5507.
[22] C. Cheng, P. R. McGonigal, J. F. Stoddart, R. D. Astumian, ACS

Nano 2015, 9, 8672 – 8688.
[23] A. Sorrenti, J. Leira-Iglesias, A. J. Markvoort, T. F. A. de Greef,

T. M. Hermans, Chem. Soc. Rev. 2017, 46, 5476 – 5490.
[24] F. della Sala, S. Neri, S. Maiti, J. L.-Y. Chen, L. J. Prins, Curr.

Opin. Biotechnol. 2017, 46, 27 – 33.
[25] M. Tena-Solsona, B. Rieß, R. K. Grçtsch, F. C. Lçhrer, C.

Wanzke, B. K�sdorf, A. R. Bausch, P. M�ller-Buschbaum, O.
Lieleg, J. Boekhoven, Nat. Commun. 2017, 8, 15895.

[26] N. C. Seeman, H. F. Sleiman, Nat. Rev. Mater. 2017, 3, 17068.
[27] C. J. Serpell, T. G. W. Edwardson, P. Chidchob, K. M. M. Car-

neiri, H. F. Sleiman, J. Am. Chem. Soc. 2014, 136, 15767 – 15774.
[28] a) J. Weigandt, C. L. Chung, S. S. Jester, M. Famulok, Angew.

Chem. Int. Ed. 2016, 55, 5512 – 5516; Angew. Chem. 2016, 128,
5602 – 5606; b) F. Lohmann, J. Weigandt, J. Valero, M. Famulok,
Angew. Chem. Int. Ed. 2014, 53, 10372 – 10376; Angew. Chem.
2014, 126, 10540 – 10544; c) C. H. Lu, X. J. Qi, A. Cecconello,
S. S. Jester, M. Famulok, I. Willner, Angew. Chem. Int. Ed. 2014,
53, 7499 – 7503; Angew. Chem. 2014, 126, 7629 – 7633; d) F.

Lohmann, D. Ackermann, M. Famulok, J. Am. Chem. Soc. 2012,
134, 11884 – 11887.

[29] a) Y. Hu, A. Cecconello, A. Idili, F. Ricci, I. Willner, Angew.
Chem. Int. Ed. 2017, 56, 15210 – 15233; Angew. Chem. 2017, 129,
15410 – 15434; b) J. S. Kahn, Y. Hu, I. Willner, Acc. Chem. Res.
2017, 50, 680 – 690; c) Y. Hu, W. Guo, J. S. Kahn, M. A. Aleman-
Garcia, I. Willner, Angew. Chem. Int. Ed. 2016, 55, 4210 – 4214;
Angew. Chem. 2016, 128, 4282 – 4286; d) C. H. Lu, I. Willner,
Angew. Chem. Int. Ed. 2015, 54, 12212 – 12235; Angew. Chem.
2015, 127, 12380 – 12405.

[30] a) P. C. Nickels, B. W�nsch, P. Holzmeister, W. Bae, L. M. Kneer,
P. Tinnefeld, T. Liedl, Science 2016, 354, 305 – 307; b) T. Liedl, M.
Olapinski, F. C. Simmel, Angew. Chem. Int. Ed. 2006, 45, 5007 –
5010; Angew. Chem. 2006, 118, 5129 – 5132.

[31] H. Gu, J. Chao, S.-J. Xiao, N. C. Seeman, Nature 2010, 465, 202 –
205.

[32] J. Rahbani, A. Hariri, G. Cosa, H. F. Sleiman, ACS Nano 2015, 9,
11898 – 11908.

[33] T. Omabegho, R. Sha, N. C. Seeman, Science 2009, 324, 67 – 71.
[34] A. J. Turbefield, J. C. Mitchell, B. Yurke, A. P. Mills, Jr., M. I.

Blakey, F. C. Simmel, Phys. Rev. Lett. 2003, 90, 118102.
[35] B. Yurke, A. J. Turberfield, A. P. Mills, Jr., F. C. Simmel, J. L.

Neumann, Nature 2000, 406, 605 – 608.
[36] J. Bath, A. J. Turberfield, Nat. Nanotechnol. 2007, 2, 275 – 284.
[37] A. Idili, K. W. Plaxco, A. Vall�e-B�lisle, F. Ricci, ACS Nano

2013, 7, 10863 – 10869.
[38] E. Del Grosso, A. Idili, A. Porchetta, F. Ricci, Nanoscale 2016, 8,

18057 – 18061.
[39] S. Ranallo, C. Pr�vost-Tremblay, A. Idili, A. Vall�e-B�lisle, F.

Ricci, Nat. Commun. 2017, 8, 15150.
[40] K. Yehl, A. Mugler, S. Vivek, Y. Liu, Y. Zhang, M. Fan, E. R.

Weeks, K. Salaita, Nat. Nanotechnol. 2016, 11, 184 – 190.
[41] W. Keller, R. Crouch, Proc. Natl. Acad. Sci. USA 1972, 69, 3360 –

3364.
[42] D. Voet, J. G. Voet, Biochemistry, Wiley, Hoboken, 2010).

Manuscript received: January 31, 2018
Accepted manuscript online: March 30, 2018
Version of record online: && &&, &&&&

Angewandte
ChemieCommunications

5Angew. Chem. Int. Ed. 2018, 57, 1 – 6 � 2018 Wiley-VCH Verlag GmbH & Co. KGaA, Weinheim www.angewandte.org

These are not the final page numbers! � �

https://doi.org/10.1021/ar200094a
https://doi.org/10.1021/ar200094a
https://doi.org/10.1021/cr500392w
https://doi.org/10.1021/cr5007057
https://doi.org/10.1002/anie.200705538
https://doi.org/10.1002/ange.200705538
https://doi.org/10.1002/ange.200705538
https://doi.org/10.1038/nrm2357
https://doi.org/10.1039/C7CS00030H
https://doi.org/10.1039/C6CS00738D
https://doi.org/10.1039/C7CS00246G
https://doi.org/10.1039/C7CS00245A
https://doi.org/10.1021/acs.accounts.5b00173
https://doi.org/10.1038/nchem.2511
https://doi.org/10.1038/nchem.2511
https://doi.org/10.1038/nnano.2014.337
https://doi.org/10.1039/C7CS00068E
https://doi.org/10.1039/C7CS00068E
https://doi.org/10.1021/acsnano.5b03809
https://doi.org/10.1021/acsnano.5b03809
https://doi.org/10.1039/C7CS00121E
https://doi.org/10.1016/j.copbio.2016.10.014
https://doi.org/10.1016/j.copbio.2016.10.014
https://doi.org/10.1038/ncomms15895
https://doi.org/10.1038/natrevmats.2017.68
https://doi.org/10.1021/ja509192n
https://doi.org/10.1002/anie.201601042
https://doi.org/10.1002/anie.201601042
https://doi.org/10.1002/ange.201601042
https://doi.org/10.1002/ange.201601042
https://doi.org/10.1002/anie.201405447
https://doi.org/10.1002/ange.201405447
https://doi.org/10.1002/ange.201405447
https://doi.org/10.1002/anie.201403202
https://doi.org/10.1002/anie.201403202
https://doi.org/10.1002/ange.201403202
https://doi.org/10.1021/ja3042096
https://doi.org/10.1021/ja3042096
https://doi.org/10.1002/anie.201701868
https://doi.org/10.1002/anie.201701868
https://doi.org/10.1002/ange.201701868
https://doi.org/10.1002/ange.201701868
https://doi.org/10.1021/acs.accounts.6b00542
https://doi.org/10.1021/acs.accounts.6b00542
https://doi.org/10.1002/anie.201511201
https://doi.org/10.1002/ange.201511201
https://doi.org/10.1002/anie.201503054
https://doi.org/10.1002/ange.201503054
https://doi.org/10.1002/ange.201503054
https://doi.org/10.1126/science.aah5974
https://doi.org/10.1002/anie.200600353
https://doi.org/10.1002/anie.200600353
https://doi.org/10.1002/ange.200600353
https://doi.org/10.1038/nature09026
https://doi.org/10.1038/nature09026
https://doi.org/10.1021/acsnano.5b04387
https://doi.org/10.1021/acsnano.5b04387
https://doi.org/10.1126/science.1170336
https://doi.org/10.1038/35020524
https://doi.org/10.1038/nnano.2007.104
https://doi.org/10.1021/nn404305e
https://doi.org/10.1021/nn404305e
https://doi.org/10.1039/C6NR06026A
https://doi.org/10.1039/C6NR06026A
https://doi.org/10.1038/ncomms15150
https://doi.org/10.1038/nnano.2015.259
https://doi.org/10.1073/pnas.69.11.3360
https://doi.org/10.1073/pnas.69.11.3360
http://www.angewandte.org


Communications

DNA Nanotechnology

E. Del Grosso, A. Amodio, G. Ragazzon,
L. J. Prins,* F. Ricci* &&&&—&&&&

Dissipative Synthetic DNA-Based
Receptors for the Transient Loading and
Release of Molecular Cargo

Fuel economy : DNA-based synthetic
receptors that can transiently load or
release a molecular cargo under dissipa-
tive control are presented. The chemically
fueled self-assembly process allows

highly selective fuel consumption that
occurs exclusively in the activated com-
plex and a high tolerance for the presence
of waste products.
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