
Citation: Contadini, C.; Ferri, A.;

Cirotti, C.; Stupack, D.; Barilà, D.

Caspase-8 and Tyrosine Kinases: A

Dangerous Liaison in Cancer. Cancers

2023, 15, 3271. https://doi.org/

10.3390/cancers15133271

Academic Editor: Thomas Wirth

Received: 26 May 2023

Revised: 15 June 2023

Accepted: 16 June 2023

Published: 21 June 2023

Copyright: © 2023 by the authors.

Licensee MDPI, Basel, Switzerland.

This article is an open access article

distributed under the terms and

conditions of the Creative Commons

Attribution (CC BY) license (https://

creativecommons.org/licenses/by/

4.0/).

cancers

Review

Caspase-8 and Tyrosine Kinases: A Dangerous Liaison
in Cancer
Claudia Contadini 1,2,*,†, Alessandra Ferri 3,†, Claudia Cirotti 1,2 , Dwayne Stupack 4 and Daniela Barilà 1,2,*

1 Laboratory of Cell Signaling, IRCCS-Fondazione Santa Lucia, 00179 Rome, Italy; claudiacirotti89@gmail.com
2 Department of Biology, University of Rome “Tor Vergata”, 00133 Rome, Italy
3 Department of Pathology and Laboratory Medicine, New York Presbyterian Hospital, Weill Cornell Medicine,

New York, NY 10021, USA; alf4012@med.cornell.edu
4 Moores Cancer Center, University of California San Diego, 3855 Health Sciences Drive,

La Jolla, CA 92093-0803, USA; dstupack@health.ucsd.edu
* Correspondence: claudiacontadini@gmail.com (C.C.); daniela.barila@uniroma2.it (D.B.)
† These authors contributed equally to this work.

Simple Summary: Caspase-8 is a protease mediating the activation of the extrinsic apoptotic process
that leads to programmed cellular death. Evasion of apoptosis is one of the key hallmarks of
cancer and Caspase-8 has commonly been associated with an antitumor protective role. However,
observations that several solid tumor types inconsistently display aberrantly high levels of Caspase-8
has fueled studies that challenge this dogma. In this review, we summarize the current state of the
art on how tumors benefit from high levels of Caspase-8 expression. In addition, we discuss the
mechanisms through which tumors are able to alter the function of Caspase-8 and turn a protective
protein into an ally. Specifically, we focus on the role played by tyrosine kinases in inhibiting
the enzymatic role of Caspase-8 and remodulating Caspase-8 function in cancer through tyrosine
phosphorylation.

Abstract: Caspase-8 is a cysteine-aspartic acid protease that has been identified as an initiator caspase
that plays an essential role in the extrinsic apoptotic pathway. Evasion of apoptosis is a hallmark
of cancer and Caspase-8 expression is silenced in some tumors, consistent with its central role in
apoptosis. However, in the past years, several studies reported an increased expression of Caspase-8
levels in many tumors and consistently identified novel “non-canonical” non-apoptotic functions
of Caspase-8 that overall promote cancer progression and sustain therapy resistance. These reports
point to the ability of cancer cells to rewire Caspase-8 function in cancer and raise the question of
which are the signaling pathways aberrantly activated in cancer that may contribute to the hijack of
Caspase-8 activity. In this regard, tyrosine kinases are among the first oncogenes ever identified and
genomic, transcriptomic and proteomic studies indeed show that they represent a class of signaling
molecules constitutively activated in most of the tumors. Here, we aim to review and discuss the role
of Caspase-8 in cancer and its interplay with Src and other tyrosine kinases.

Keywords: Caspase-8; tyrosine kinase; cancer; cell cycle; NF-kB signaling

1. Introduction

Caspase-8 (FLICE) was originally identified as a cysteine protease recruited to the
CD95 (Fas/APO-1) death inducing signaling complex (DISC) [1]. Several studies confirmed
the crucial role of Caspase-8 in apoptosis triggered by Fas and by other death receptors, in-
cluding TRAIL receptors (DR4 and DR5), and clarified the molecular mechanisms that allow
its activation in these signaling pathways. Upon death receptor stimulation by their relative
ligands, Caspase-8 is recruited and participated in the assembly of the Death-Inducing
Signaling Complex (DISC) [1,2]. This event is essential to drive the enzymatic activation
of Caspase-8. Indeed, Caspase-8 is considered an initiator caspase that is produced as a
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proenzyme: the N-terminal region presents two DED domains, followed by large (p20/p18)
and small (p12/p10) subunits. The conversion from the proenzyme to the fully active
enzyme is promoted by its recruitment to the DISC, which allows Caspase-8 dimerization,
priming a series of autoprocessing events at specific aspartic acid residues that culminate
with the release of the large and small subunits [3]. This event is essential to achieve the
assembly of the fully active tetrameric Caspase-8 complex, formed by two large and two
small subunits, and to ensure its release from the DISC and its ability to cleave its substrates,
which are key events to initiate and execute the canonical extrinsic apoptotic cascade [2].

The central role of Caspase-8 in the apoptotic response triggered by death receptor
stimulation and the clear association between the enzymatic activity of several caspases
and the induction and execution of cell death have strongly enforced the idea that the
main function of Caspase-8 is linked to its canonical role in apoptosis. Nonetheless, studies
by different laboratories identified several non-apoptotic functions of Caspase-8 [4–6].
Caspase-8 and the death receptors seem to have evolved along independent timelines,
suggesting that non-apoptotic roles could represent key ancient conserved functions or
simply vestigial activity [7]. In this regard, we will focus on the role of Caspase-8 in
cancer and we will discuss studies aimed at uncovering its multiple functions in cancer
development and in the response to therapy. The molecular mechanisms that may modulate
the function and the activity of Caspase-8 in cancer are still largely obscure; however, the
interplay between Caspase-8 and the aberrant tyrosine phosphorylation signaling that
characterizes most tumors is emerging as a major character.

2. Caspase-8 in Cancer

Evasion of apoptosis is a well-established hallmark of cancer and contributes both to
cancer initiation and development, as well as to cancer chemo- and radiotherapy resistance.
In this regard, Caspase-8 expression has been reported to be downregulated through
promoter methylation in some tumors, including neuroblastoma, and mutated in some
others [6,8].

Surprisingly, Caspase-8 expression is retained and even increased in some tumors
compared to normal tissue (reviewed in [8,9]). This raises two main questions: (1) Do
cancer cells rewire Caspase-8 function? (2) Which molecular mechanisms switch Caspase-8
function in cancer?

Modulation of Caspase-8 Expression Levels and Caspase-8 Mutations in Cancer

The expression levels of Caspase-8 have been largely investigated in many tumors.
The availability of genomic and transcriptomic data allowed reporting of significant vari-
ations in Caspase-8 expression in different cancer and these changes have been recently
reviewed [8]. Here, based on an analysis of the literature, we distinguish tumors in which
Caspase-8 expression has been reported to be aberrantly downregulated from those that
conversely upregulate Caspase-8 expression compared to normal tissue. Caspase-8 ex-
pression is decreased in neuroblastoma, small cell lung carcinoma, brain tumors such as
medulloblastoma and glioblastoma, liver, breast, prostate, stomach and ovary tumors. Con-
versely, Caspase-8 expression is increased in colorectal, cervical and renal cancers compared
to normal tissues [8]. This report is partially divergent from others. When comparing the
relative expression of Caspase-8 protein in normal and cancer tissues, Caspase-8 levels
have been reported to be aberrantly low in kidney, prostate, colorectal and breast tumors,
and conversely, unexpectedly high in glioma, cervix, pancreas and liver cancer [9]. In
addition, Muller et al. performed a bioinformatic analysis of TCGA data and, according
to their analysis, Caspase-8 expression is higher in renal carcinoma, gastric adenocarci-
noma, hepatocellular carcinoma, glioblastoma, lung adenocarcinoma, urothelial carcinoma,
prostate adenocarcinoma and melanoma [10]. Of note, regarding glioblastoma, high levels
of Caspase-8 expression have been proposed to be part of the molecular signature that
identified the mesenchymal subtype [11]. More interestingly, the correlation between the
levels of Caspase-8 expression and glioblastoma patients’ survival has also been investi-
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gated. In this regard, we reported that higher levels of Caspase-8 correlate with a worse
prognosis [12].

Furthermore, we queried twenty cancer databases from The Cancer Genome Atlas
(TCGA) with overall survival data to determine whether the impact of Caspase-8 expression
was a significant predictor of improved or worsened overall survival by Kaplan–Meier
analysis (Figure 1). Interestingly, from this analysis, we observed that Caspase-8 can be
either pro- or antitumor, but rarely “neutral”, highlighting again the importance of this
protein in cancer progression.
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Figure 1. Twenty cancer databases from The Cancer Genome Atlas (TCGA) with overall survival
data were queried to determine if the impact of Caspase-8 expression was a significant predictor
of improved or worsened overall survival by Kaplan–Meier analysis. Using optimal cutoffs for
Caspase-8 expression to divide the populations, each of the twenty cancers was found to trend
towards significance or to demonstrate significance with respect to overall patient survival. The
significance is shown plotted against the mean Caspase-8 transcript expression for the tumor type
(tpm). Tumors were split roughly into two groups. The first group (right side of the panel) showed
increased survival associated with increased Caspase-8 transcripts. The second group (left side of
the panel) showed decreased survival associated with Caspase-8. No groups yielded a p value of
greater than 0.3, raising the intriguing possibility that Caspase-8 is either pro- or anti-tumor, but
rarely “neutral”. The results are generally consistent with the differing roles played by Caspase-8 in
tumor promotion vs. tumor cell death.

Regarding the molecular mechanisms that drive the downregulation of Caspase-8
expression in cancer and eventually also affect its functionality, several reports identified the
occurrence of inactivating mutations of Caspase-8 in tumors (reviewed in [8]). Inactivating
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mutations of Caspase-8 have been reported in colorectal carcinoma [13] and in head and
neck squamous cell carcinoma [14–16].

An alternative mechanism to drive Caspase-8 downregulation in cancer relies on
Caspase-8 promoter epigenetic silencing. The hypermethylation of Caspase-8 promoter and
the subsequent loss of Caspase-8 expression have been reported in medulloblastoma [17,18],
neuroblastoma [19], cervical cancer [20], breast cancer [21] and glioblastoma [22].

Certainly, a loss of Caspase-8 expression or function in cancer cells may support
evasion from apoptosis and therefore promote cancer progression and resistance to radio
and chemotherapy.

Conversely, Caspase-8 upregulation in cancer is an event that is usually linked to the
aberrant activation of molecular switches that prevent the full induction of Caspase-8 prote-
olytic activity leading to apoptosis, and the concomitant firing of novel alternative functions
of Caspase-8 that support the cancer phenotype. Examples of molecular switches include
the upregulation of FLIP proteins, which attenuate the activation of Caspase-8 [23,24],
and the activation of kinase signaling, which promotes Caspase-8 phosphorylation [25,26].
The interplay between FLIP and Caspase-8 in cancer has been largely reviewed else-
where [24,27]. Here, we will focus mainly on the role of Caspase-8 phosphorylation and on
the acquired ability of cancer cells to redirect Caspase-8 to sustain tumor progression and
resistance to therapy.

3. Non-Apoptotic Functions of Caspase-8 in Cancer
3.1. Caspase-8 Modulates Cell Adhesion and Migration

Beside the canonical role in programmed cell death, Caspase-8 also plays a role
in cytoskeletal remodeling, cell adhesion, and cell migration. It acts as a part of distinct
environmental biosensor complexes in the periphery of the cells, where it sustains migration
or cell death depending on the stimuli received [28]. This non-apoptotic function has
been shown to rely on the ability of Caspase-8 to act as a scaffold or adaptor for the
formation of specific protein complexes, rather than on its enzymatic activity. Specifically,
Caspase-8 interacts with several components of the focal adhesion complex in a tyrosine
kinase-dependent manner and promotes calpain protease activity and calpain-dependent
processes (i.e., Rac activation, lamellipodia assembly). In this way, Caspase-8 promotes
cytoskeletal remodeling [29] and focal adhesion turnover and integrin recycling, thereby
sustaining both cell migration in vitro and metastasis in vivo among apoptosis-resistant
tumors [30,31]. The interaction of Caspase-8 with calpain occurs in both human and murine
cells, suggesting that the event does not require phosphorylation on Tyrosine 380 (Tyr380),
the most common target site for Tyr phosphorylation, which is not conserved in mouse
Caspase-8.

3.2. Caspase-8 Modulates NF-kB Signaling and Inflammation in Cancer Progression and Therapy

The role of Caspase-8 in the inflammatory process is important in cells of the immune
system, where its interplay with the transcription factor NF-κB is extensively studied in
lymphocyte activation and in macrophage differentiation [32–34]. Indeed, Caspase-8 can
regulate NF-κB activation both in a proteolysis-dependent and proteolysis-independent
manner, depending on the cell type.

The first evidence of a correlation between Caspase-8 and NF-κB was observed in
overexpression studies in the HEK293 cell line, where Caspase-8 protein was shown to
promote NF-κB activation in a manner independent of its catalytic activity [35]. In addition,
in human bone marrow-derived mesenchymal stromal cells, both Caspase-8 silencing
and z-IETD (a selective Caspase-8 inhibitor) impair NF-κB nuclear accumulation and
pro-inflammatory cytokines released upon LPS stimulation [36], suggesting that in this
context Caspase-8 enzymatic activity is important to modulate NF-κB activity in response
to TLR. Several works supported a scaffolding role of Caspase-8 in the promotion of NF-κB
signaling and in cytokines release in response to inflammatory stimuli, such as TCR ligands
or TRAIL [37–39].
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In cancer, the role of Caspase-8 in the promotion of inflammation is still controversial.
This is understandable, since the impact of Caspase-8 expression appears to be remarkably
different based upon tumor context. Depending on cancer type, the expression of Caspase-8
may be up- or downregulated. The heterogeneity in the genetic and epigenetic alterations of
Caspase-8 in cancer, as well as in its function, represent crucial considerations in predicting
the therapy response.

Although an overt loss of Caspase-8 is commonly observed in several tumors, which
is consistent with its canonical apoptotic function, increased Caspase-8 expression has
been reported in many other tumors [9]. High levels of Caspase-8 are associated with
poor prognosis in patients with glioma [12], hepatocellular carcinoma [40] and pancreatic
cancer [41]. Low Caspase-8 levels are associated with a worse prognosis in patients with
neuroblastoma [31,42,43], neuroendocrine lung tumors [44] and gynecological tumors, in
which Caspase-8 loss promotes tumor aggressiveness and invasiveness [45].

For example, in ovarian cancer, low Caspase-8 expression levels correlate with chronic
inflammation, immunoediting, and immune resistance, thereby sustaining tumor aggres-
siveness. Indeed, Caspase-8 plays an antitumorigenic role in the primary tumor cells and
in the tumor microenvironment (TME) by regulating B and T lymphocyte activation and
macrophage differentiation and polarization [5].

Among the tumors in which Caspase-8 expression are upregulated, glioblastoma
(GBM) shows ex novo synthesis of Caspase-8 protein. In this context, Caspase-8 plays
a pro-tumorigenic role, promoting sustained NF-κB activation, inflammation and an-
giogenesis [12,46]. Accordingly, the level of Caspase-8 expression correlates with high
levels of inflammatory factors, such as IL-8, IL-6, IL1β, CCL2/MCP1 and VEGF, in the
TME [12]. Interestingly, we observed that the phosphorylation of Caspase-8 on Tyrosine
380, a well-known residue phosphorylated by Src kinase, sustains the Caspase-8–NF-κB
axis in GBM [46]. This Src-mediated phosphorylation is known to inhibit Caspase-8 ac-
tivity [25] and to sustain the interaction with Src homology domain 2 (SH2) proteins and
with the p85 subunit of phosphoinositide 3-kinase, thereby promoting cell migration and
invasion [47,48]. Interestingly, we recently observed that Caspase-8 phosphorylation on
Tyr380 is necessary for the interaction of Caspase-8 with IKK proteins and NF-κB, promot-
ing NF-κB nuclear localization and the release of inflammatory and angiogenetic factors in
glioblastoma cells [46].

3.3. Caspase-8 Influence on Cell Cycle Control

The newly emerging non-canonical roles of Caspase-8 have challenged the dogma
that identifies the cysteine-aspartic protease as a classic tumor suppressor due to its role in
programmed cell death. As discussed above, in vitro and in vivo evidence have recognized
Caspase-8 in cancer as both an enhancer of cell motility and migration [28,31,49], a promoter
of tumorigenesis [12] and a sustainer of the increased inflammatory tumor microenviron-
ment [46]. Additional non-apoptotic roles of Caspase-8 are emerging continuously. Here,
we focus our attention on the potential impact of Caspase-8 on cell cycle control.

Cancer cells are characterized by an extraordinary proliferative capacity and insensi-
tivity to growth arrest signals [50]. The cellular machinery regulating cell proliferation is
composed primarily by cyclins, cyclin-dependent kinases (CDK) and tumor suppressor
genes as the retinoblastoma protein (pRb) and p53 [50]. The retinoblastoma protein is
responsible for preventing excessive cell division by regulating the G1/S cell cycle check-
point at which cells decide whether to progress into mitosis or go into the quiescent state.
When the cell is not actively dividing, the pRb is bound to the transcription factor E2F;
however, when appropriate signals for cell division are present, pRb is phosphorylated by
cyclin E/CDK2 complex and releases E2F, which upregulates genes necessary for DNA
replication and cell cycle progression [51]. TP53 controls appropriate cell division similarly
to pRb; however, its functions are not limited to the G1/S checkpoint but instead encom-
pass other checkpoints such as G2/M. Among cells harboring DNA damage, p53 acts to
arrests cell division via p21 induction, which inhibits all cyclin-CDK complex formation
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and either signals for DNA repair or triggers apoptosis [52]. The loss of pRb or p53 function
leads to the accumulation of DNA mutations and favors cancer onset. There is evidence
that indicates Caspase-8 may aid cancer escape cell cycle control by influencing cell cycle
machinery components such as pRb and p53 and disrupting cell cycle regulation [53].

Broadly, members of the Caspase family have been studied and identified as key
regulators, both positive and negative, of the cell cycle [53]. Caspases can influence the cell
cycle by cleaving cell cycle regulators such as p21, p27 or pRb [54,55], but are also known
substrates of cell cycle kinases, e.g., CDK1 [53,56]. The first evidence of a non-apoptotic role
of Caspase-8 in cell cycle control was identified by multiple studies in T-cells that showed
Caspase-8 knock-out results in reduced S-phase entry and cellular proliferation [57,58].
Caspase-8 loss correlated with lower phosphorylation of the ribosomal protein S6 upon
CD3 stimulation and reduced CDK2 activity, which ultimately compromise the capacity of
cells to enter the S-phase of the cell cycle [57]. Beyond T-cells, Caspase-8 deficiency has been
also linked to impaired S-phase entry in hepatocytes stimulated with epidermal growth
factor (EGF) [59] and in which Caspase-8 knockdown in MDA-MB-231 breast cancer cells
dramatically reduces cell proliferation, despite having little influence on cell viability [8,60].

Importantly, given the increase in cancer-related functions specific for Caspase-8, we
hypothesize Caspase-8 may influence cancer progression by also impacting on cell cycle
checkpoints. Frequently, cancer cells suffering genotoxic stress are arrested after the S-phase
at the G2/M checkpoint [61], where p53 acts to either stimulate DNA damage repair or
induce p53-dependent apoptosis [52]. More than 50% of all tumors harbor a mutation
in p53 enabling them to overcome p53-dependent checkpoint regulation. Broadly, p53
mutations are commonly missense mutations leading to the incapacity of p53 to activate its
canonical target genes, altering cell’s transcriptome favorably for cancer cells. Mutated p53
forms are selected for in response to tumor-induced stressed conditions providing cancer
cells with a strong tool to overcome some of the main obstacles encountered by the tumor,
such as: high levels of DNA damage caused by hyperproliferation of cancer cells, the
presence of a strongly oxidative micro-environment, evading the antitumor response [52].
Interestingly, tumors harboring wild-type p53 are still able to progress and escape p53
control through alternative mechanisms that suppress wild-type p53 function [62,63]. The
contrast between the incidence of cells with mutations in p53 and those with mutations in
Caspase-8 (<1%) is striking, prompting questions about the overall role of Caspase-8 as a
“tumor suppressor” [64,65].

A recent mechanism employing Caspase-8 to overcome the G2/M checkpoint has
been identified by Müller et al. [10]. Using melanoma as a cancer model, the authors
demonstrate Caspase-8 can influence cell cycle progression upon DNA damage. Genotoxic
agents as UVB, temozolomide (TMZ) or cisplatin induce Caspase-8 translocation to the
nucleus where it influences cell cycle dynamics by altering p53 levels. Specifically, their
experiments demonstrate that nuclear Caspase-8 can cleave and induce the degradation of
the ubiquitin carboxyl-terminal hydrolase 28 (USP28). Physiologically, USP28 is responsible
for regulating p53 levels by removing ubiquitin molecules from p53 and preventing its
degradation. However, in cancers harboring aberrant levels of Caspase-8, increased nuclear
Caspase-8 localization results in USP28 cleavage and inactivation that consequently results
in p53 proteosomal degradation [66]. This promotes cell proliferation and resistance to
DNA damaging therapies.

Considering the effect of elevated Caspase-8 on p53 levels, the authors investigated
whether Caspase-8 could also influence p53-controlled cell cycle proteins. Consistent with
previous observations, they showed that Caspase-8 increases the capacity of cells to enter
mitosis [10]. The activation of the mitosis-promoting factor CDK1 and of its co-factor
cyclin B1 is reduced in Caspase-8 knockdown cells as compared to mitotic cells (MSO). In
addition, the authors observed an upregulation in the levels of Polo-like kinase 1 (PLK1), a
marker of mitotic prophase, in cells overexpressing Caspase-8 [10]. Using HeLa cells as a
model, the authors confirm that cancer cells lacking Caspase-8 are deficient in proper cell
division. Importantly, both Caspase-8 depletion and treatment with the pharmacologic
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inhibitor z-IETD reduced the number of cells undergoing mitotic spindle formation, once
again stressing the importance of Caspase-8 enzymatic activity for its role in cell cycle
control [10].

However, whether the activity of Caspase-8 is needed for its influence on cell cycle
regulation is still unclear, as there is contrasting evidence in the literature supporting
the need for its enzymatic activity or pointing towards an exclusively structural role of
Caspase-8.

One of the first indications that Caspase-8 plays a role in regulating the cell cycle sug-
gesting a scaffolding role for Caspase-8 in cancer, came from Boege et al., who uncovered
Caspase-8 as a key component of DNA damage sensing in cancer [67]. Specifically, Boege
et al. revealed that, in hepatocellular carcinoma (HCC), Caspase-8 has a non-apoptotic
scaffolding role that is essential for DNA damage sensing and subsequent H2AX phos-
phorylation. The influence of Caspase-8 on DNA repair pathways points to a role in cell
cycle regulation. According to Boege et al., and similarly to other non-canonical roles
of Caspase-8 [46,49], its ability to influence DNA sensing is independent of its catalytic
activity. Indeed, the authors demonstrated that Caspase-8 influences the capacity of cells
in DNA damage recognition by forming a complex with RIPK1/FADD/cFLIP [67]. They
show in vivo that mice harboring a Caspase-8 deletion in hepatocytes fail to activate the
DNA damage response (DDR) pathway and to phosphorylate the histone H2AX, even
upon detection of DNA damage [67].

In contrast, the importance of Caspase-8 enzymatic activity was once again stressed by
Liccardi et al., who underline how cleaving activity is essential for its role in DNA damage
sensing and cell cycle regulation [68]. The authors show the unusual formation of the
ripoptosome complex (RIPK1/FADD/Caspase-8/cFLIP) during mitosis, supporting an
additional role for the ripoptosome in the cell cycle other than in regulating the balance
between apoptosis, inflammation and necroptosis. Treatment with the Caspase-8 inhibitors
QVD and z-VAD induced an increase in the number of chromosomal alignment defects at
the metaphase plate and accentuated abnormalities at the anaphase [68]. In accordance with
their results, previous literature reports that the formation of the ripoptosome and a sub-
lethal activation of Caspase-8 is not sufficient to induce of cellular death [69,70]. According
to Liccardi et al., RIPK1 and Caspase-8 cooperate to respectively recruit and cleave PLK1, the
kinase involved in regulating spindle assembly checkpoint and in supervising chromosomal
segregation [68,71,72].

Altogether, this evidence stresses an under-researched connection between Caspase-
8 and the ability of cancer cells to sense DNA damage and arrest the cell cycle, which
opens the possibility to further understand the mechanisms that help cancer combat
genotoxic stress and progress undisturbed. Further studies are needed to better clarify the
mechanisms through which Caspase-8 impacts cell cycle control and whether or not its
enzymatic activity is required for its function as a cell cycle regulator.

4. Molecular Mechanisms That Allow Cancer Cells to Rewire Caspase-8 Function
4.1. Role of Phosphorylation on Caspase-8

Given the role of Caspase-8 in the apoptotic pathway, its catalytic activity has to be
finely regulated to avoid massive activation and ensure tissue homeostasis. Different mech-
anisms, including the expression of FLICE-like inhibitory protein (FLIP) family proteins
and post-translational modifications (PTMs) such as ubiquitination and phosphorylation,
occur concurrently to tightly regulate Caspase-8 activity [6]. Among PTMs, phosphory-
lation has a critical role in regulating protein activity and in pathological contexts, such
as cancer, where the aberrant activation of tyrosine phosphorylation signaling cascades
can switch protein functions to benefit cancer cells [73]. Caspase-8 phosphorylation has
been investigated over the past twenty years as one of the mechanisms responsible for
Caspase-8 enzymatic inactivation, promoting in contrast the acquisition of new protein
functions critical for cancer development and sustainment [25,26,30]. The phosphorylation
of Caspase-8 can occur on serine, threonine and tyrosine residues, resulting ultimately in



Cancers 2023, 15, 3271 8 of 15

the modulation of its canonical enzymatic activity. Several different kinases have been
proposed over the years to affect Caspase-8 function (Table 1).

Table 1. List of kinases able to phosphorylate Caspase-8 and result in the modulation of its canonical
function. For residue numbering, Caspase-8 alpha-1 isoform was used as reference; when other
isoforms are considered in the reference papers the respective alpha-1 numbering is reported in
parentheses. For every kinase inhibitor currently in use, clinical trials are indicated.

Kinase FDA Approved
Kinase Inhibitors Residue Effect on Caspase-8 Reference Clinical Trial

RSK2 PMD-026 Thr263

Induces Caspase-8
ubiquitination

Inhibits Fas-induced
apoptosis

[8,74,75] Metastatic Breast Cancer
(NCT04115306 2022)

PLK3 BI6727 (Volasertib) Thr273

Promotes
DISC-induced
activation of

Caspase-8

[6,76,77]

Acute Myeloid Leukemia
(NCT01721876 2023, NCT00804856 2021)

Solid Tumors (NCT02273388 2021)
Ovarian Cancer (NCT01121406 2015)

PLK1 BI2536 Ser305 Blocks Fas-induced
apoptosis [6,8,78]

NSCLC (NCT00376623 2022)
Pancreatic Cancer (NCT00710710 2022)

SCLC (NCT00412880 2022)

SRC
Dasatinib,

Saracatinib,
TPX0046

Tyr310
(Tyr 293)

Allows interaction
with SHP-1,

facilitating apoptosis
[79]

Breast Cancer (NCT01216176 2019)
Leukemia (NCT00306202 2021)

NSCLC (NCT00459342 2021)
Metastatic Breast Cancer

(NCT01306942 2023)
Solid Tumors (NCT01445509 2023,

NCT04161391 2023)
Prostate Cancer (NCT00513071 2018)

p38-MAPK LYN2228820,
LYN3007113 Ser347 Inhibits apoptosis [80]

Advanced Cancer
(NCT01393990 2020, NCT01463631 2018)

Glioblastoma (NCT02364206 2019)
Ovarian Cancer (NCT01663857 2019)

p38 LYN2228820,
LYN3007113

Ser364
(Ser347) - [8]

Advanced Cancer
(NCT01393990 2020, NCT01463631 2018)

Glioblastoma (NCT02364206 2019)
Ovarian Cancer (NCT01663857 2019)

SRC/LYN
Dasatinib,

Saracatinib,
TPX0046

Tyr380

Impairs apoptosis
and increases cell

motility,
inflammation and

tumorigenesis

[6,25,46,47,49,81]

Breast Cancer (NCT01216176 2019)
Leukemia (NCT00306202 2021)

NSCLC (NCT00459342 2021)
Metastatic Breast Cancer (NCT01306942 2023)

Solid tumors (NCT01445509 2023,
NCT04161391 2023)
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In this regard, it has been demonstrated that CDK1-dependent Caspase-8 phosphory-
lation on Serine 387 (Ser387) in the p10 catalytic subunit prevents procaspase-8 cleavage
and maturation, resulting ultimately in the inhibition of apoptotic function [76,78,82]. In
addition, RSK2 phosphorylation on Threonine 263 (Thr263) inhibits apoptotic function by
acting on Caspase-8 stability [74,75]. Interestingly, p38-MAPK has also been proposed as a
Caspase-8 modulator through its dependent phosphorylation on Serine 347 (Ser 347) [80]
and Serine 364 (Ser 364) [8].

In recent years, studies have focused on the role of tyrosine phosphorylation of
Caspase-8, mostly promoted by Src family non-receptor tyrosine kinases (SFKs). Compared
to other caspases, Caspase-8 has a higher number of tyrosine residues (18), mostly located
in the catalytic region [30]. Importantly, our group provided the identification of the first
tyrosine residue on Caspase-8 undergoing phosphorylation: Tyr380 has been demonstrated
to be phosphorylated by the non-receptor tyrosine kinase Src [25]. High endogenous
phosphorylation levels on Tyr380 of Caspase-8 were observed in those contexts in which
Src is aberrantly active, such as colon and hepatic tumors and glioblastoma, where Caspase-
8 rewires its apoptotic and oncosuppressive function towards pro-tumoral functions [25,46].

Lyn, another Src family kinase, has been demonstrated to phosphorylate several tyro-
sine residues on Caspase-8 (Tyr397 and Tyr465), inhibiting its apoptotic function [79]. The
hyperactivation of Lyn kinase plays an anti-apoptotic role in the regulation of neutrophil
apoptosis during sepsis; together, with the knowledge that Lyn is frequently hyperactivated
in myeloid and B cell malignancies [84] contributing to defective apoptosis, this reinforce
the idea that tyrosine phosphorylation inhibits apoptotic cell death favoring tumoral cells
in different cancers [25,46,49,84].

4.2. Src Kinase-Dependent Phosphorylation of Caspase-8 on Tyr380

The Src-dependent phosphorylation of Caspase-8 on Tyr380 inhibits its apoptotic
function [25]. NMR spectroscopy demonstrated that Tyr380 phosphorylation significantly
impinges on autoprocessing and the full activation of Caspase-8, reducing the rate of
cleavage and thus explaining the inhibition of apoptotic function [85]. One likely reason
behind this inhibition is that the large and negatively charged phosphate group may prevent
the recognition of nearby cleavage sites (D374 and D384). In addition, as in living cells
tyrosine phosphorylation create novel binding sites for cellular proteins, we can speculate
that Tyr380 phosphorylation may lead to new protein–protein interactions and mask the
cleavage sites [30].

The Src-dependent phosphorylation of Caspase-8 on Tyr380 has been shown to inhibit
Caspase-8-dependent apoptosis in colon cancer cells and promote cell migration in neu-
roblastoma cell lines [25,31,48]. In line with this, Tyr380 phosphorylation promotes in vitro
cell transformation in glioblastoma and hepatocellular carcinoma cellular models [49]. Im-
portantly, it has been demonstrated that Caspase-8 is able to sustain in vitro transformation
and resistance to anoikis independently of its enzymatic activity. In addition, increased
Src activity observed in hypoxic conditions is strongly correlated with higher Caspase-8
phosphorylation, suggesting a functional link between the two proteins and giving tumor
cells a selective advantage to sustain their growth in unfavorable conditions [49]. The
mechanism through which Caspase-8 sustains tumorigenicity is still under investigation.
Increasing evidence suggests that Caspase-8 may acquire a role as scaffold protein upon
phosphorylation, as described by Keller et al. Actually, several studies have demonstrated
the interaction of Caspase-8 with other proteins, mainly through the SH2 domain, in most
cases helping and sustaining the activation and propagation of downstream signaling [48].

Studies from our and other laboratories demonstrated a physical interaction between
Caspase-8 and Src, occurring specifically with Src homology 2 domain of the kinase,
after Caspase-8 Tyr380 phosphorylation; this was responsible not only for the enzymatic
inactivation of Caspase-8 but also for its different intracellular localization. Indeed, upon
Src constitutive activation or EGF-mediated activation, Caspase-8 is associated with the
cellular membrane, allowing sustained migration in cancer cells [47].
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The Src-dependent phosphorylation on Tyr380 also allows Caspase-8 to form the
FAK–Caspase-8–Calpain complex to promote cell migration and metastasis [86].

Importantly, previous findings demonstrated that Caspase-8 plays a critical role in
promoting epidermal growth factor (EGF) signaling, resulting in ERK 1/2 activation [87].
This role is ensured by the ability of the DEDs domain to physically associate with Src.
Intriguingly, it has been suggested that the interaction between the two proteins promotes
the Src “open conformation”, which matches with its active state, thus supporting Caspase-
8 role as a Src modulator [30].

It has been demonstrated that, upon EGF stimulation, Caspase-8 and active Src co-
immunoprecipitate, also suggesting a role for Tyr380 in this context [87], and the existence
of a crosstalk between receptor and non-receptor tyrosine kinase signaling and Caspase-8,
especially in pathological contexts such as cancer; however, the precise mechanism deserves
further elucidation.

We recently demonstrated that in glioblastoma cellular models, Caspase-8 phosphory-
lation, independent of its enzymatic activity, sustains NF-κB activation and translocation
into the nucleus promoting the expression of its target inflammatory cytokines. Addition-
ally in this context, Caspase-8 forms a multiprotein complex. Of note, Src-dependent Tyr380
phosphorylation promotes the interaction of Caspase-8 with Src and, more intriguingly,
with the NFκB p65 protein, its upstream kinase IKKα/β and its inhibitor Iκbα [46].

Overall, these data reinforce the idea that Caspase-8 phosphorylation sustains tumor
growth through the upregulation of the inflammatory pathway concurring with the estab-
lishment of a pro-angiogenic state and sustaining resistance to therapy (Figure 2) [6,46].
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5. Role of RTK Signaling in the Modulation of Src-Dependent Phosphorylation
of Tyr380

Receptor tyrosine kinases are frequently aberrantly hyperactivated in cancer, resulting
in the deregulation of intracellular signaling involving downstream non-receptor tyrosine
kinases such as Src, and other Src-family kinases (SFKs), which act as central hubs to
propagate deregulated and redundant upstream signals [88,89].

Despite the increasing amount of data supporting a role for tyrosine phosphorylation
in modulating Caspase-8 activity, little is still known about a clear crosstalk between
cancer-related RTKs deregulation, Caspase-8 phosphorylation and its protumor role.

Deregulated RTKs in cancer result in the constitutive upregulation of intracellular
signals among which are several kinases, including Src and Abl non-receptor tyrosine
kinases [90]. Previous studies suggest that unlike Src, the Abl kinase fails to phosphorylate
Caspase-8 on Tyr380 [25]. Importantly, EGF stimulation may enhance Tyr380 phosphory-
lation [25], supporting the hypothesis of a link between the hyperactivation of RTKs, the
constitutive activation of Src and Caspase-8 phosphorylation on Tyr380. In line with this,
we can therefore speculate that the rewiring of Caspase-8 function in cancer may be a direct
consequence of the ability of constitutively active RTKs to promote the hyperactivation
of Src family tyrosine kinases and therefore drive Caspase-8 phosphorylation on Tyr380
(Figure 2). Further studies are needed to deepen this issue and to clarify the link between
RTKs and Caspase-8 non-apoptotic functions in cancers.

6. Conclusions

Caspase-8 expression varies widely among cancer subtypes [8,9]. Tumors such as
medulloblastoma, neuroblastoma and small cell lung cancer, decrease Caspase-8 expression
as a way of escaping the apoptotic form of death that regulates healthy tissue homeosta-
sis [18–21]. Conversely, tumors such as glioblastoma, pancreatic cancer, head and neck
cancer display unchanged or upregulated levels of Caspase-8 [12,41,91]. Tumors can retain
or even upregulate Caspase-8 expression thanks to inactivating mutations or phosphoryla-
tion events that impinge on its enzymatic activity and apoptotic function. Indeed, in addi-
tion to CASP-8 inactivating mutations that can inhibit its proteolytic activity [13,16,92,93],
Caspase-8 phosphorylation represents another important mechanism to preserve Caspase-8
expression in cancer. Importantly, not only does phosphorylation impinge on the catalytic
activity of Caspase-8, thereby disrupting its apoptotic function [25], but intriguingly, these
events can also promote cancer progression by enhancing cell motility, migration, in-
flammation, neoangiogenesis and resistance to genotoxic stress [10,28,46,67]. Most of the
literature examining Caspase-8 non-canonical roles has so far focused mainly on the Src
kinase-mediated phosphorylation on Tyr380 as the principal mechanism responsible for
switching Caspase-8 fate from an apoptotic protein to a tumor helper. The molecular
mechanisms through which this phosphorylation can affect tumor growth are still largely
obscure. Future studies will clarify how Tyr380 phosphorylation may affect the interaction
of Caspase-8 with other SH2-domain containing proteins, as previously suggested [48],
and eventually promote the assembly of novel multiprotein complexes.

In addition, it will be interesting to investigate whether the expression and activ-
ity of tyrosine phosphatases may impinge on Tyr380 phosphorylation and contribute to
modulating Caspase-8 activity and function in cancer.

The observation that RTKs are commonly deregulated in cancer, along with their well-
known role as Src activators, suggests the hypothesis of crosstalk between RTKs aberrant
signaling and the modulation of Caspase-8 function in cancer. Future experiments will
clarify this issue. Despite the central role of RTKs and of Tyr380, many other sites have been
found to be phosphorylated on Caspase-8 and their functions and implications have not yet
been fully clarified. This review has summarized the current literature state of the art on the
non-canonical roles of Caspase-8 and its phosphorylated sites are presented in Table 1. The
kinases responsible for carrying out Caspase-8 modifications are kinases typically known
to be deregulated in cancer and many have already been extensively studied and used as
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targets of FDA-approved inhibitors. A better understanding of the significance of their
phosphorylation of Caspase-8 will help repurpose existing inhibitors to alter the balance
between Caspase-8 canonical and non-canonical roles and switch it back to its beneficial
and antitumor apoptotic function.

Author Contributions: Conceptualization D.B. and D.S.; writing—original draft preparation C.C.
(Claudia Contadini), A.F., D.B. and C.C. (Claudia Cirotti); review and editing C.C. (Claudia Contadini),
A.F., D.B., C.C. (Claudia Cirotti) and D.S. All authors have read and agreed to the published version
of the manuscript.

Funding: This work has been supported by Associazione Italiana per la Ricerca sul Cancro AIRC-
IG2021 n.26230 and Italian Ministry of Health, RF-2016-02362022 (D.B.), C.C. (Claudia Contadini) is
also supported by AIRC-IG2021-n.26230, C.C. (Claudia Cirotti) has been supported by a FIRC-AIRC
fellowship for Italy “Filomena Todini”.

Conflicts of Interest: The authors declare no conflict of interest or personal relationships that could
have appeared to influence the work reported in this paper.

References
1. Muzio, M.; Chinnaiyan, A.M.; Kischkel, F.C.; O’Rourke, K.; Shevchenko, A.; Ni, J.; Scaffidi, C.; Bretz, J.D.; Zhang, M.; Gentz,

R.; et al. FLICE, a novel FADD-homologous ICE/CED-3-like protease, is recruited to the CD95 (Fas/APO-1) death–inducing
signaling complex. Cell 1996, 85, 817–827. [CrossRef] [PubMed]

2. Lavrik, I.; Krueger, A.; Schmitz, I.; Baumann, S.; Weyd, H.; Krammer, P.H.; Kirchhoff, S. The active caspase-8 heterotetramer is
formed at the CD95 DISC. Cell Death Differ. 2003, 10, 144–145. [CrossRef]

3. Chang, D.W.; Xing, Z.; Capacio, V.L.; Peter, M.E.; Yang, X. Interdimer processing mechanism of procaspase-8 activation. EMBO J.
2003, 22, 4132–4142. [CrossRef] [PubMed]

4. Maelfait, J.; Beyaert, R. Non-apoptotic functions of caspase-8. Biochem. Pharmacol. 2008, 76, 1365–1373. [CrossRef] [PubMed]
5. Orning, P.; Lien, E. Multiple roles of caspase-8 in cell death, inflammation, and innate immunity. J. Leukoc. Biol. 2021, 109, 121–141.

[CrossRef] [PubMed]
6. Fianco, G.; Contadini, C.; Ferri, A.; Cirotti, C.; Stagni, V.; Barila, D. Caspase-8: A Novel Target to Overcome Resistance to

Chemotherapy in Glioblastoma. Int. J. Mol. Sci. 2018, 19, 3798. [CrossRef]
7. Bell, R.A.V.; Megeney, L.A. Evolution of caspase-mediated cell death and differentiation: Twins separated at birth. Cell Death

Differ. 2017, 24, 1359–1368. [CrossRef]
8. Mandal, R.; Barron, J.C.; Kostova, I.; Becker, S.; Strebhardt, K. Caspase-8: The double-edged sword. Biochim. Biophys. Acta Rev.

Cancer 2020, 1873, 188357. [CrossRef]
9. Stupack, D.G. Caspase-8 as a therapeutic target in cancer. Cancer Lett. 2013, 332, 133–140. [CrossRef] [PubMed]
10. Muller, I.; Strozyk, E.; Schindler, S.; Beissert, S.; Oo, H.Z.; Sauter, T.; Lucarelli, P.; Raeth, S.; Hausser, A.; Al Nakouzi, N.; et al.

Cancer Cells Employ Nuclear Caspase-8 to Overcome the p53-Dependent G2/M Checkpoint through Cleavage of USP28. Mol.
Cell 2020, 77, 970–984.e977. [CrossRef] [PubMed]

11. Verhaak, R.G.; Hoadley, K.A.; Purdom, E.; Wang, V.; Qi, Y.; Wilkerson, M.D.; Miller, C.R.; Ding, L.; Golub, T.; Mesirov, J.P.; et al.
Integrated genomic analysis identifies clinically relevant subtypes of glioblastoma characterized by abnormalities in PDGFRA,
IDH1, EGFR, and NF1. Cancer Cell 2010, 17, 98–110. [CrossRef] [PubMed]

12. Fianco, G.; Mongiardi, M.P.; Levi, A.; De Luca, T.; Desideri, M.; Trisciuoglio, D.; Del Bufalo, D.; Cinà, I.; Di Benedetto, A.;
Mottolese, M.; et al. Caspase-8 contributes to angiogenesis and chemotherapy resistance in glioblastoma. eLife 2017, 6, e22593.
[CrossRef] [PubMed]

13. Kim, H.S.; Lee, J.W.; Soung, Y.H.; Park, W.S.; Kim, S.Y.; Lee, J.H.; Park, J.Y.; Cho, Y.G.; Kim, C.J.; Jeong, S.W.; et al. Inactivating
mutations of caspase-8 gene in colorectal carcinomas. Gastroenterology 2003, 125, 708–715. [CrossRef]

14. Cancer Genome Atlas Network. Comprehensive genomic characterization of head and neck squamous cell carcinomas. Nature
2015, 517, 576–582. [CrossRef] [PubMed]

15. Cui, Z.; Dabas, H.; Leonard, B.C.; Shiah, J.V.; Grandis, J.R.; Johnson, D.E. Caspase-8 mutations associated with head and neck
cancer differentially retain functional properties related to TRAIL-induced apoptosis and cytokine induction. Cell Death Dis. 2021,
12, 775. [CrossRef] [PubMed]

16. Li, C.; Egloff, A.M.; Sen, M.; Grandis, J.R.; Johnson, D.E. Caspase-8 mutations in head and neck cancer confer resistance to death
receptor-mediated apoptosis and enhance migration, invasion, and tumor growth. Mol. Oncol. 2014, 8, 1220–1230. [CrossRef]

17. Hacker, S.; Dittrich, A.; Mohr, A.; Schweitzer, T.; Rutkowski, S.; Krauss, J.; Debatin, K.M.; Fulda, S. Histone deacetylase inhibitors
cooperate with IFN-gamma to restore caspase-8 expression and overcome TRAIL resistance in cancers with silencing of caspase-8.
Oncogene 2009, 28, 3097–3110. [CrossRef]

18. Lindsey, J.C.; Lusher, M.E.; Anderton, J.A.; Bailey, S.; Gilbertson, R.J.; Pearson, A.D.; Ellison, D.W.; Clifford, S.C. Identification
of tumour-specific epigenetic events in medulloblastoma development by hypermethylation profiling. Carcinogenesis 2004, 25,
661–668. [CrossRef]

https://doi.org/10.1016/S0092-8674(00)81266-0
https://www.ncbi.nlm.nih.gov/pubmed/8681377
https://doi.org/10.1038/sj.cdd.4401156
https://doi.org/10.1093/emboj/cdg414
https://www.ncbi.nlm.nih.gov/pubmed/12912912
https://doi.org/10.1016/j.bcp.2008.07.034
https://www.ncbi.nlm.nih.gov/pubmed/18761323
https://doi.org/10.1002/JLB.3MR0420-305R
https://www.ncbi.nlm.nih.gov/pubmed/32531842
https://doi.org/10.3390/ijms19123798
https://doi.org/10.1038/cdd.2017.37
https://doi.org/10.1016/j.bbcan.2020.188357
https://doi.org/10.1016/j.canlet.2010.07.022
https://www.ncbi.nlm.nih.gov/pubmed/20817393
https://doi.org/10.1016/j.molcel.2019.12.023
https://www.ncbi.nlm.nih.gov/pubmed/31982308
https://doi.org/10.1016/j.ccr.2009.12.020
https://www.ncbi.nlm.nih.gov/pubmed/20129251
https://doi.org/10.7554/eLife.22593
https://www.ncbi.nlm.nih.gov/pubmed/28594322
https://doi.org/10.1016/S0016-5085(03)01059-X
https://doi.org/10.1038/nature14129
https://www.ncbi.nlm.nih.gov/pubmed/25631445
https://doi.org/10.1038/s41419-021-04066-z
https://www.ncbi.nlm.nih.gov/pubmed/34362880
https://doi.org/10.1016/j.molonc.2014.03.018
https://doi.org/10.1038/onc.2009.161
https://doi.org/10.1093/carcin/bgh055


Cancers 2023, 15, 3271 13 of 15

19. Banelli, B.; Gelvi, I.; Di Vinci, A.; Scaruffi, P.; Casciano, I.; Allemanni, G.; Bonassi, S.; Tonini, G.P.; Romani, M. Distinct CpG
methylation profiles characterize different clinical groups of neuroblastic tumors. Oncogene 2005, 24, 5619–5628. [CrossRef]
[PubMed]

20. Kordi Tamandani, D.M.; Sobti, R.C.; Shekari, M.; Huria, A. CpG island methylation of TMS1/ASC and CASP8 genes in cervical
cancer. Eur. J. Med. Res. 2009, 14, 71–75. [CrossRef]

21. Wu, Y.; Alvarez, M.; Slamon, D.J.; Koeffler, P.; Vadgama, J.V. Caspase 8 and maspin are downregulated in breast cancer cells due
to CpG site promoter methylation. BMC Cancer 2010, 10, 32. [CrossRef] [PubMed]

22. Skiriute, D.; Vaitkiene, P.; Saferis, V.; Asmoniene, V.; Skauminas, K.; Deltuva, V.P.; Tamasauskas, A. MGMT, GATA6, CD81, DR4,
and CASP8 gene promoter methylation in glioblastoma. BMC Cancer 2012, 12, 218. [CrossRef] [PubMed]

23. Peter, M.E. The flip side of FLIP. Biochem. J. 2004, 382, e1-3. [CrossRef] [PubMed]
24. Humphreys, L.; Espona-Fiedler, M.; Longley, D.B. FLIP as a therapeutic target in cancer. FEBS J. 2018, 285, 4104–4123. [CrossRef]

[PubMed]
25. Cursi, S.; Rufini, A.; Stagni, V.; Condo, I.; Matafora, V.; Bachi, A.; Bonifazi, A.P.; Coppola, L.; Superti-Furga, G.; Testi, R.; et al.

Src kinase phosphorylates Caspase-8 on Tyr380: A novel mechanism of apoptosis suppression. EMBO J. 2006, 25, 1895–1905.
[CrossRef]

26. Powley, I.R.; Hughes, M.A.; Cain, K.; MacFarlane, M. Caspase-8 tyrosine-380 phosphorylation inhibits CD95 DISC function by
preventing procaspase-8 maturation and cycling within the complex. Oncogene 2016, 35, 5629–5640. [CrossRef] [PubMed]

27. Safa, A.R.; Pollok, K.E. Targeting the Anti-Apoptotic Protein c-FLIP for Cancer Therapy. Cancers 2011, 3, 1639–1671. [CrossRef]
28. Graf, R.P.; Keller, N.; Barbero, S.; Stupack, D. Caspase-8 as a regulator of tumor cell motility. Curr. Mol. Med. 2014, 14, 246–254.

[CrossRef]
29. Yamamoto, M.; Schwarting, G. The formation of axonal pathways in developing cranial nerves. Neurosci. Res. 1991, 11, 229–260.

[CrossRef]
30. Keller, N.; Ozmadenci, D.; Ichim, G.; Stupack, D. Caspase-8 function, and phosphorylation, in cell migration. Semin. Cell Dev. Biol.

2018, 82, 105–117. [CrossRef]
31. Barbero, S.; Mielgo, A.; Torres, V.; Teitz, T.; Shields, D.J.; Mikolon, D.; Bogyo, M.; Barila, D.; Lahti, J.M.; Schlaepfer, D.; et al.

Caspase-8 association with the focal adhesion complex promotes tumor cell migration and metastasis. Cancer Res. 2009, 69,
3755–3763. [CrossRef] [PubMed]

32. Lemmers, B.; Salmena, L.; Bidere, N.; Su, H.; Matysiak-Zablocki, E.; Murakami, K.; Ohashi, P.S.; Jurisicova, A.; Lenardo, M.;
Hakem, R.; et al. Essential role for caspase-8 in Toll-like receptors and NFkappaB signaling. J. Biol. Chem. 2007, 282, 7416–7423.
[CrossRef] [PubMed]

33. Rebe, C.; Cathelin, S.; Launay, S.; Filomenko, R.; Prevotat, L.; L’Ollivier, C.; Gyan, E.; Micheau, O.; Grant, S.; Dubart-Kupperschmitt,
A.; et al. Caspase-8 prevents sustained activation of NF-kappaB in monocytes undergoing macrophagic differentiation. Blood
2007, 109, 1442–1450. [CrossRef] [PubMed]

34. Roca, H.; Varsos, Z.S.; Sud, S.; Craig, M.J.; Ying, C.; Pienta, K.J. CCL2 and interleukin-6 promote survival of human CD11b+
peripheral blood mononuclear cells and induce M2-type macrophage polarization. J. Biol. Chem. 2009, 284, 34342–34354.
[CrossRef] [PubMed]

35. Chaudhary, P.M.; Eby, M.T.; Jasmin, A.; Kumar, A.; Liu, L.; Hood, L. Activation of the NF-kappaB pathway by caspase 8 and its
homologs. Oncogene 2000, 19, 4451–4460. [CrossRef] [PubMed]

36. Moen, S.H.; Westhrin, M.; Zahoor, M.; Norgaard, N.N.; Hella, H.; Stordal, B.; Sundan, A.; Nilsen, N.J.; Sponaas, A.M.; Standal,
T. Caspase-8 regulates the expression of pro- and anti-inflammatory cytokines in human bone marrow-derived mesenchymal
stromal cells. Immun. Inflamm. Dis. 2016, 4, 327–337. [CrossRef]

37. Bidere, N.; Snow, A.L.; Sakai, K.; Zheng, L.; Lenardo, M.J. Caspase-8 regulation by direct interaction with TRAF6 in T cell
receptor-induced NF-kappaB activation. Curr. Biol. 2006, 16, 1666–1671. [CrossRef] [PubMed]

38. Henry, C.M.; Martin, S.J. Caspase-8 Acts in a Non-enzymatic Role as a Scaffold for Assembly of a Pro-inflammatory “FADDosome”
Complex upon TRAIL Stimulation. Mol. Cell 2017, 65, 715–729.e715. [CrossRef]

39. Su, H.; Bidere, N.; Zheng, L.; Cubre, A.; Sakai, K.; Dale, J.; Salmena, L.; Hakem, R.; Straus, S.; Lenardo, M. Requirement for
caspase-8 in NF-kappaB activation by antigen receptor. Science 2005, 307, 1465–1468. [CrossRef] [PubMed]

40. Koschny, R.; Brost, S.; Hinz, U.; Sykora, J.; Batke, E.M.; Singer, S.; Breuhahn, K.; Stremmel, W.; Walczak, H.; Schemmer, P.; et al.
Cytosolic and nuclear caspase-8 have opposite impact on survival after liver resection for hepatocellular carcinoma. BMC Cancer
2013, 13, 532. [CrossRef] [PubMed]

41. Helfer, B.; Boswell, B.C.; Finlay, D.; Cipres, A.; Vuori, K.; Bong Kang, T.; Wallach, D.; Dorfleutner, A.; Lahti, J.M.; Flynn, D.C.; et al.
Caspase-8 promotes cell motility and calpain activity under nonapoptotic conditions. Cancer Res. 2006, 66, 4273–4278. [CrossRef]

42. Stupack, D.G.; Teitz, T.; Potter, M.D.; Mikolon, D.; Houghton, P.J.; Kidd, V.J.; Lahti, J.M.; Cheresh, D.A. Potentiation of
neuroblastoma metastasis by loss of caspase-8. Nature 2006, 439, 95–99. [CrossRef]

43. Teitz, T.; Wei, T.; Valentine, M.B.; Vanin, E.F.; Grenet, J.; Valentine, V.A.; Behm, F.G.; Look, A.T.; Lahti, J.M.; Kidd, V.J. Caspase
8 is deleted or silenced preferentially in childhood neuroblastomas with amplification of MYCN. Nat. Med. 2000, 6, 529–535.
[CrossRef]

https://doi.org/10.1038/sj.onc.1208722
https://www.ncbi.nlm.nih.gov/pubmed/16044164
https://doi.org/10.1186/2047-783X-14-2-71
https://doi.org/10.1186/1471-2407-10-32
https://www.ncbi.nlm.nih.gov/pubmed/20132554
https://doi.org/10.1186/1471-2407-12-218
https://www.ncbi.nlm.nih.gov/pubmed/22672670
https://doi.org/10.1042/BJ20041143
https://www.ncbi.nlm.nih.gov/pubmed/15317488
https://doi.org/10.1111/febs.14523
https://www.ncbi.nlm.nih.gov/pubmed/29806737
https://doi.org/10.1038/sj.emboj.7601085
https://doi.org/10.1038/onc.2016.99
https://www.ncbi.nlm.nih.gov/pubmed/27109099
https://doi.org/10.3390/cancers3021639
https://doi.org/10.2174/1566524014666140128111951
https://doi.org/10.1016/0168-0102(91)90008-M
https://doi.org/10.1016/j.semcdb.2018.01.009
https://doi.org/10.1158/0008-5472.CAN-08-3937
https://www.ncbi.nlm.nih.gov/pubmed/19383910
https://doi.org/10.1074/jbc.M606721200
https://www.ncbi.nlm.nih.gov/pubmed/17213198
https://doi.org/10.1182/blood-2006-03-011585
https://www.ncbi.nlm.nih.gov/pubmed/17047155
https://doi.org/10.1074/jbc.M109.042671
https://www.ncbi.nlm.nih.gov/pubmed/19833726
https://doi.org/10.1038/sj.onc.1203812
https://www.ncbi.nlm.nih.gov/pubmed/11002417
https://doi.org/10.1002/iid3.117
https://doi.org/10.1016/j.cub.2006.06.062
https://www.ncbi.nlm.nih.gov/pubmed/16920630
https://doi.org/10.1016/j.molcel.2017.01.022
https://doi.org/10.1126/science.1104765
https://www.ncbi.nlm.nih.gov/pubmed/15746428
https://doi.org/10.1186/1471-2407-13-532
https://www.ncbi.nlm.nih.gov/pubmed/24209510
https://doi.org/10.1158/0008-5472.CAN-05-4183
https://doi.org/10.1038/nature04323
https://doi.org/10.1038/75007


Cancers 2023, 15, 3271 14 of 15

44. Harada, K.; Toyooka, S.; Shivapurkar, N.; Maitra, A.; Reddy, J.L.; Matta, H.; Miyajima, K.; Timmons, C.F.; Tomlinson, G.E.;
Mastrangelo, D.; et al. Deregulation of caspase 8 and 10 expression in pediatric tumors and cell lines. Cancer Res. 2002, 62,
5897–5901. [PubMed]

45. Kostova, I.; Mandal, R.; Becker, S.; Strebhardt, K. The role of caspase-8 in the tumor microenvironment of ovarian cancer. Cancer
Metastasis Rev. 2021, 40, 303–318. [CrossRef]

46. Contadini, C.; Ferri, A.; Di Martile, M.; Cirotti, C.; Del Bufalo, D.; De Nicola, F.; Pallocca, M.; Fanciulli, M.; Sacco, F.; Donninelli,
G.; et al. Caspase-8 as a novel mediator linking Src kinase signaling to enhanced glioblastoma malignancy. Cell Death Differ. 2023,
30, 417–428. [CrossRef] [PubMed]

47. Barbero, S.; Barila, D.; Mielgo, A.; Stagni, V.; Clair, K.; Stupack, D. Identification of a critical tyrosine residue in caspase 8 that
promotes cell migration. J. Biol. Chem. 2008, 283, 13031–13034. [CrossRef] [PubMed]

48. Senft, J.; Helfer, B.; Frisch, S.M. Caspase-8 interacts with the p85 subunit of phosphatidylinositol 3-kinase to regulate cell adhesion
and motility. Cancer Res. 2007, 67, 11505–11509. [CrossRef]

49. Fianco, G.; Cenci, C.; Barilà, D. Caspase-8 expression and its Src-dependent phosphorylation on Tyr380 promote cancer cell
neoplastic transformation and resistance to anoikis. Exp. Cell Res. 2016, 347, 114–122. [CrossRef] [PubMed]

50. Hanahan, D.; Weinberg, R.A. Hallmarks of cancer: The next generation. Cell 2011, 144, 646–674. [CrossRef] [PubMed]
51. Giacinti, C.; Giordano, A. RB and cell cycle progression. Oncogene 2006, 25, 5220–5227. [CrossRef] [PubMed]
52. Mantovani, F.; Collavin, L.; Del Sal, G. Mutant p53 as a guardian of the cancer cell. Cell Death Differ. 2019, 26, 199–212. [CrossRef]

[PubMed]
53. Connolly, P.; Garcia-Carpio, I.; Villunger, A. Cell-Cycle Cross Talk with Caspases and Their Substrates. Cold Spring Harb. Perspect.

Biol. 2020, 12, a036475. [CrossRef]
54. Janicke, R.U.; Walker, P.A.; Lin, X.Y.; Porter, A.G. Specific cleavage of the retinoblastoma protein by an ICE-like protease in

apoptosis. EMBO J. 1996, 15, 6969–6978. [CrossRef]
55. Podmirseg, S.R.; Jakel, H.; Ranches, G.D.; Kullmann, M.K.; Sohm, B.; Villunger, A.; Lindner, H.; Hengst, L. Caspases uncouple

p27(Kip1) from cell cycle regulated degradation and abolish its ability to stimulate cell migration and invasion. Oncogene 2016, 35,
4580–4590. [CrossRef]

56. Allan, L.A.; Clarke, P.R. Phosphorylation of caspase-9 by CDK1/cyclin B1 protects mitotic cells against apoptosis. Mol. Cell 2007,
26, 301–310. [CrossRef] [PubMed]

57. Arechiga, A.F.; Bell, B.D.; Leverrier, S.; Weist, B.M.; Porter, M.; Wu, Z.; Kanno, Y.; Ramos, S.J.; Ong, S.T.; Siegel, R.; et al. A
Fas-associated death domain protein/caspase-8-signaling axis promotes S-phase entry and maintains S6 kinase activity in T cells
responding to IL-2. J. Immunol. 2007, 179, 5291–5300. [CrossRef] [PubMed]

58. Salmena, L.; Lemmers, B.; Hakem, A.; Matysiak-Zablocki, E.; Murakami, K.; Au, P.Y.; Berry, D.M.; Tamblyn, L.; Shehabeldin, A.;
Migon, E.; et al. Essential role for caspase 8 in T-cell homeostasis and T-cell-mediated immunity. Genes Dev. 2003, 17, 883–895.
[CrossRef] [PubMed]

59. Gilot, D.; Serandour, A.L.; Ilyin, G.P.; Lagadic-Gossmann, D.; Loyer, P.; Corlu, A.; Coutant, A.; Baffet, G.; Peter, M.E.; Fardel, O.;
et al. A role for caspase-8 and c-FLIPL in proliferation and cell-cycle progression of primary hepatocytes. Carcinogenesis 2005, 26,
2086–2094. [CrossRef]

60. De Blasio, A.; Di Fiore, R.; Morreale, M.; Carlisi, D.; Drago-Ferrante, R.; Montalbano, M.; Scerri, C.; Tesoriere, G.; Vento, R.
Unusual roles of caspase-8 in triple-negative breast cancer cell line MDA-MB-231. Int. J. Oncol. 2016, 48, 2339–2348. [CrossRef]

61. Ricke, R.M.; van Ree, J.H.; van Deursen, J.M. Whole chromosome instability and cancer: A complex relationship. Trends Genet
2008, 24, 457–466. [CrossRef] [PubMed]

62. Lane, D.P.; Cheok, C.F.; Lain, S. p53-based cancer therapy. Cold Spring Harb. Perspect. Biol. 2010, 2, a001222. [CrossRef] [PubMed]
63. Wang, Z.; Sun, Y. Targeting p53 for Novel Anticancer Therapy. Transl. Oncol. 2010, 3, 1–12. [CrossRef] [PubMed]
64. Cerami, E.; Gao, J.; Dogrusoz, U.; Gross, B.E.; Sumer, S.O.; Aksoy, B.A.; Jacobsen, A.; Byrne, C.J.; Heuer, M.L.; Larsson, E.; et al.

The cBio cancer genomics portal: An open platform for exploring multidimensional cancer genomics data. Cancer Discov. 2012, 2,
401–404. [CrossRef] [PubMed]

65. Gao, J.; Aksoy, B.A.; Dogrusoz, U.; Dresdner, G.; Gross, B.; Sumer, S.O.; Sun, Y.; Jacobsen, A.; Sinha, R.; Larsson, E.; et al.
Integrative analysis of complex cancer genomics and clinical profiles using the cBioPortal. Sci. Signal. 2013, 6, pl1. [CrossRef]
[PubMed]

66. Akino, N.; Wada-Hiraike, O.; Isono, W.; Terao, H.; Honjo, H.; Miyamoto, Y.; Tanikawa, M.; Sone, K.; Hirano, M.; Harada, M.;
et al. Activation of Nrf2/Keap1 pathway by oral Dimethylfumarate administration alleviates oxidative stress and age-associated
infertility might be delayed in the mouse ovary. Reprod. Biol. Endocrinol. 2019, 17, 23. [CrossRef]

67. Boege, Y.; Malehmir, M.; Healy, M.E.; Bettermann, K.; Lorentzen, A.; Vucur, M.; Ahuja, A.K.; Bohm, F.; Mertens, J.C.; Shimizu, Y.;
et al. A Dual Role of Caspase-8 in Triggering and Sensing Proliferation-Associated DNA Damage, a Key Determinant of Liver
Cancer Development. Cancer Cell 2017, 32, 342–359.e310. [CrossRef] [PubMed]

68. Liccardi, G.; Ramos Garcia, L.; Tenev, T.; Annibaldi, A.; Legrand, A.J.; Robertson, D.; Feltham, R.; Anderton, H.; Darding, M.;
Peltzer, N.; et al. RIPK1 and Caspase-8 Ensure Chromosome Stability Independently of Their Role in Cell Death and Inflammation.
Mol. Cell 2019, 73, 413–428.e417. [CrossRef]

69. Boatright, K.M.; Deis, C.; Denault, J.B.; Sutherlin, D.P.; Salvesen, G.S. Activation of caspases-8 and -10 by FLIP(L). Biochem. J. 2004,
382, 651–657. [CrossRef]

https://www.ncbi.nlm.nih.gov/pubmed/12384554
https://doi.org/10.1007/s10555-020-09935-1
https://doi.org/10.1038/s41418-022-01093-x
https://www.ncbi.nlm.nih.gov/pubmed/36460775
https://doi.org/10.1074/jbc.M800549200
https://www.ncbi.nlm.nih.gov/pubmed/18216014
https://doi.org/10.1158/0008-5472.CAN-07-5755
https://doi.org/10.1016/j.yexcr.2016.07.013
https://www.ncbi.nlm.nih.gov/pubmed/27432652
https://doi.org/10.1016/j.cell.2011.02.013
https://www.ncbi.nlm.nih.gov/pubmed/21376230
https://doi.org/10.1038/sj.onc.1209615
https://www.ncbi.nlm.nih.gov/pubmed/16936740
https://doi.org/10.1038/s41418-018-0246-9
https://www.ncbi.nlm.nih.gov/pubmed/30538286
https://doi.org/10.1101/cshperspect.a036475
https://doi.org/10.1002/j.1460-2075.1996.tb01089.x
https://doi.org/10.1038/onc.2015.524
https://doi.org/10.1016/j.molcel.2007.03.019
https://www.ncbi.nlm.nih.gov/pubmed/17466630
https://doi.org/10.4049/jimmunol.179.8.5291
https://www.ncbi.nlm.nih.gov/pubmed/17911615
https://doi.org/10.1101/gad.1063703
https://www.ncbi.nlm.nih.gov/pubmed/12654726
https://doi.org/10.1093/carcin/bgi187
https://doi.org/10.3892/ijo.2016.3474
https://doi.org/10.1016/j.tig.2008.07.002
https://www.ncbi.nlm.nih.gov/pubmed/18675487
https://doi.org/10.1101/cshperspect.a001222
https://www.ncbi.nlm.nih.gov/pubmed/20463003
https://doi.org/10.1593/tlo.09250
https://www.ncbi.nlm.nih.gov/pubmed/20165689
https://doi.org/10.1158/2159-8290.CD-12-0095
https://www.ncbi.nlm.nih.gov/pubmed/22588877
https://doi.org/10.1126/scisignal.2004088
https://www.ncbi.nlm.nih.gov/pubmed/23550210
https://doi.org/10.1186/s12958-019-0466-y
https://doi.org/10.1016/j.ccell.2017.08.010
https://www.ncbi.nlm.nih.gov/pubmed/28898696
https://doi.org/10.1016/j.molcel.2018.11.010
https://doi.org/10.1042/BJ20040809


Cancers 2023, 15, 3271 15 of 15

70. Micheau, O.; Thome, M.; Schneider, P.; Holler, N.; Tschopp, J.; Nicholson, D.W.; Briand, C.; Grutter, M.G. The long form of FLIP is
an activator of caspase-8 at the Fas death-inducing signaling complex. J. Biol. Chem. 2002, 277, 45162–45171. [CrossRef]

71. Medema, R.H.; Lin, C.C.; Yang, J.C. Polo-like kinase 1 inhibitors and their potential role in anticancer therapy, with a focus on
NSCLC. Clin. Cancer Res. 2011, 17, 6459–6466. [CrossRef] [PubMed]

72. Zitouni, S.; Nabais, C.; Jana, S.C.; Guerrero, A.; Bettencourt-Dias, M. Polo-like kinases: Structural variations lead to multiple
functions. Nat. Rev. Mol. Cell Biol. 2014, 15, 433–452. [CrossRef]

73. Singh, V.; Ram, M.; Kumar, R.; Prasad, R.; Roy, B.K.; Singh, K.K. Phosphorylation: Implications in Cancer. Protein J. 2017, 36, 1–6.
[CrossRef] [PubMed]

74. Peng, C.; Cho, Y.Y.; Zhu, F.; Zhang, J.; Wen, W.; Xu, Y.; Yao, K.; Ma, W.Y.; Bode, A.M.; Dong, Z. Phosphorylation of caspase-8
(Thr-263) by ribosomal S6 kinase 2 (RSK2) mediates caspase-8 ubiquitination and stability. J. Biol. Chem. 2011, 286, 6946–6954.
[CrossRef]

75. Cronin, R.; Brooke, G.N.; Prischi, F. The role of the p90 ribosomal S6 kinase family in prostate cancer progression and therapy
resistance. Oncogene 2021, 40, 3775–3785. [CrossRef] [PubMed]

76. Helmke, C.; Raab, M.; Rodel, F.; Matthess, Y.; Oellerich, T.; Mandal, R.; Sanhaji, M.; Urlaub, H.; Rodel, C.; Becker, S.; et al. Ligand
stimulation of CD95 induces activation of Plk3 followed by phosphorylation of caspase-8. Cell Res. 2016, 26, 914–934. [CrossRef]

77. Zamaraev, A.V.; Kopeina, G.S.; Prokhorova, E.A.; Zhivotovsky, B.; Lavrik, I.N. Post-translational Modification of Caspases: The
Other Side of Apoptosis Regulation. Trends Cell Biol. 2017, 27, 322–339. [CrossRef] [PubMed]

78. Matthess, Y.; Raab, M.; Knecht, R.; Becker, S.; Strebhardt, K. Sequential Cdk1 and Plk1 phosphorylation of caspase-8 triggers
apoptotic cell death during mitosis. Mol. Oncol. 2014, 8, 596–608. [CrossRef] [PubMed]

79. Jia, S.H.; Parodo, J.; Kapus, A.; Rotstein, O.D.; Marshall, J.C. Dynamic regulation of neutrophil survival through tyrosine
phosphorylation or dephosphorylation of caspase-8. J. Biol. Chem. 2008, 283, 5402–5413. [CrossRef] [PubMed]

80. Alvarado-Kristensson, M.; Melander, F.; Leandersson, K.; Ronnstrand, L.; Wernstedt, C.; Andersson, T. p38-MAPK signals
survival by phosphorylation of caspase-8 and caspase-3 in human neutrophils. J. Exp. Med. 2004, 199, 449–458. [CrossRef]
[PubMed]

81. Parrish, A.B.; Freel, C.D.; Kornbluth, S. Cellular mechanisms controlling caspase activation and function. Cold Spring Harb.
Perspect. Biol. 2013, 5, a008672. [CrossRef]

82. Matthess, Y.; Raab, M.; Sanhaji, M.; Lavrik, I.N.; Strebhardt, K. Cdk1/cyclin B1 controls Fas-mediated apoptosis by regulating
caspase-8 activity. Mol. Cell Biol. 2010, 30, 5726–5740. [CrossRef] [PubMed]

83. Tsang, J.L.; Jia, S.H.; Parodo, J.; Plant, P.; Lodyga, M.; Charbonney, E.; Szaszi, K.; Kapus, A.; Marshall, J.C. Tyrosine Phosphorylation
of Caspase-8 Abrogates Its Apoptotic Activity and Promotes Activation of c-Src. PLoS ONE 2016, 11, e0153946. [CrossRef]

84. Contri, A.; Brunati, A.M.; Trentin, L.; Cabrelle, A.; Miorin, M.; Cesaro, L.; Pinna, L.A.; Zambello, R.; Semenzato, G.; Donella-Deana,
A. Chronic lymphocytic leukemia B cells contain anomalous Lyn tyrosine kinase, a putative contribution to defective apoptosis. J.
Clin. Investig. 2005, 115, 369–378. [CrossRef] [PubMed]

85. Keller, N.; Grutter, M.G.; Zerbe, O. Studies of the molecular mechanism of caspase-8 activation by solution NMR. Cell Death Differ.
2010, 17, 710–718. [CrossRef] [PubMed]

86. Torres, V.A.; Mielgo, A.; Barbero, S.; Hsiao, R.; Wilkins, J.A.; Stupack, D.G. Rab5 mediates caspase-8-promoted cell motility and
metastasis. Mol. Biol. Cell 2010, 21, 369–376. [CrossRef] [PubMed]

87. Finlay, D.; Howes, A.; Vuori, K. Critical role for caspase-8 in epidermal growth factor signaling. Cancer Res. 2009, 69, 5023–5029.
[CrossRef] [PubMed]

88. Du, Z.; Lovly, C.M. Mechanisms of receptor tyrosine kinase activation in cancer. Mol. Cancer 2018, 17, 58. [CrossRef]
89. Cirotti, C.; Contadini, C.; Barila, D. SRC Kinase in Glioblastoma News from an Old Acquaintance. Cancers 2020, 12, 1558.

[CrossRef]
90. Zhang, S.; Yu, D. Targeting Src family kinases in anti-cancer therapies: Turning promise into triumph. Trends Pharmacol. Sci. 2012,

33, 122–128. [CrossRef]
91. Uzunparmak, B.; Gao, M.; Lindemann, A.; Erikson, K.; Wang, L.; Lin, E.; Frank, S.J.; Gleber-Netto, F.O.; Zhao, M.; Skinner, H.D.;

et al. Caspase-8 loss radiosensitizes head and neck squamous cell carcinoma to SMAC mimetic-induced necroptosis. JCI Insight
2020, 5. [CrossRef] [PubMed]

92. Li, L.; Feng, R.; Li, Y.; Yu, X.; Liu, Y.; Zhao, Y.; Liu, Z. Caspase-8 mutants activate Nrf2 via phosphorylating SQSTM1 to protect
against oxidative stress in esophageal squamous cell carcinoma. Free Radic. Biol. Med. 2022, 192, 51–62. [CrossRef] [PubMed]

93. Soung, Y.H.; Lee, J.W.; Kim, S.Y.; Jang, J.; Park, Y.G.; Park, W.S.; Nam, S.W.; Lee, J.Y.; Yoo, N.J.; Lee, S.H. CASPASE-8 gene is
inactivated by somatic mutations in gastric carcinomas. Cancer Res. 2005, 65, 815–821. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1074/jbc.M206882200
https://doi.org/10.1158/1078-0432.CCR-11-0541
https://www.ncbi.nlm.nih.gov/pubmed/22003073
https://doi.org/10.1038/nrm3819
https://doi.org/10.1007/s10930-017-9696-z
https://www.ncbi.nlm.nih.gov/pubmed/28108801
https://doi.org/10.1074/jbc.M110.172338
https://doi.org/10.1038/s41388-021-01810-9
https://www.ncbi.nlm.nih.gov/pubmed/33972681
https://doi.org/10.1038/cr.2016.78
https://doi.org/10.1016/j.tcb.2017.01.003
https://www.ncbi.nlm.nih.gov/pubmed/28188028
https://doi.org/10.1016/j.molonc.2013.12.013
https://www.ncbi.nlm.nih.gov/pubmed/24484936
https://doi.org/10.1074/jbc.M706462200
https://www.ncbi.nlm.nih.gov/pubmed/18086677
https://doi.org/10.1084/jem.20031771
https://www.ncbi.nlm.nih.gov/pubmed/14970175
https://doi.org/10.1101/cshperspect.a008672
https://doi.org/10.1128/MCB.00731-10
https://www.ncbi.nlm.nih.gov/pubmed/20937773
https://doi.org/10.1371/journal.pone.0153946
https://doi.org/10.1172/JCI200522094
https://www.ncbi.nlm.nih.gov/pubmed/15650771
https://doi.org/10.1038/cdd.2009.155
https://www.ncbi.nlm.nih.gov/pubmed/19851329
https://doi.org/10.1091/mbc.e09-09-0769
https://www.ncbi.nlm.nih.gov/pubmed/19923319
https://doi.org/10.1158/0008-5472.CAN-08-3731
https://www.ncbi.nlm.nih.gov/pubmed/19470771
https://doi.org/10.1186/s12943-018-0782-4
https://doi.org/10.3390/cancers12061558
https://doi.org/10.1016/j.tips.2011.11.002
https://doi.org/10.1172/jci.insight.139837
https://www.ncbi.nlm.nih.gov/pubmed/33108350
https://doi.org/10.1016/j.freeradbiomed.2022.09.013
https://www.ncbi.nlm.nih.gov/pubmed/36165926
https://doi.org/10.1158/0008-5472.815.65.3
https://www.ncbi.nlm.nih.gov/pubmed/15705878

	Introduction 
	Caspase-8 in Cancer 
	Non-Apoptotic Functions of Caspase-8 in Cancer 
	Caspase-8 Modulates Cell Adhesion and Migration 
	Caspase-8 Modulates NF-kB Signaling and Inflammation in Cancer Progression and Therapy 
	Caspase-8 Influence on Cell Cycle Control 

	Molecular Mechanisms That Allow Cancer Cells to Rewire Caspase-8 Function 
	Role of Phosphorylation on Caspase-8 
	Src Kinase-Dependent Phosphorylation of Caspase-8 on Tyr380 

	Role of RTK Signaling in the Modulation of Src-Dependent Phosphorylation of Tyr380 
	Conclusions 
	References

