Forensic Science International: Genetics xxx (2012) XXX-XXX

&
- !$
ELSEVIER

Contents lists available at SciVerse ScienceDirect

Forensic Science International: Genetics

journal homepage: www.elsevier.com/locate/fsig

Letter to the Editor

Allele frequencies of the new Eurcpean Standard Set (ESS) loci
in a population of Apulia (Southern Italy)

Dear Editor,

Allele frequencies of five miniSTRs loci (D1S1656, D25441,
D125391, 01051248 and D2251045) included in the new European
Standard Set (ESS) were calculated in Apulian population
(Southern Italy), using two different kits for each samples:
Investigator £SSplex SE Kit PCR Assay (Qiagen) and AmpFISTR
NGM SElect PCR Amplification Kit (Applied Biosystems), in order to
evaluate the concordance of the genotypes. This paper follows the
guidelines for publication of population data requested by the
journal [1].

Blood samples were coliected from 150 unrelated individuals
following informed consent.

Genomic DNA was extracted from peripheral bloed by Blood
genomicPrep Mini Spin Kit (GE Healthcare) and quantified by
the Investigator Quantiplex Kit (Qiagen) using a Rotor-Gene Q.
PCR Amplifications were performed by the Investigator ESSplex
SE Kit PCR Assay (Qiagen} and AmpFISTR NGM SElect PCR
Amplification Kit (Applied Biosystems). Both PCR kits simulta-
neously coamplifies the previous well established loci (D351358,
vWA, D165539, D251338, D851179, D21511, D18551, D195433,
THO1, FGA, Amelogenin) together with the additional new ones
recommended by the European Network of Forensic Science
Institutes (ENFSI) and by the European DNA Profiling Group
(EDNAP) (D151656, D125391, D10S1248, D2251045 and
D25441), plus the highly polymorphic locus, SE33 |ACTBPZ]
[2-6].

Separation and detection of PCR products amplified by the
multiplex assays were performed on the ABI Prism 310 Genetic
Analyzer (Applied Biosystems). Genotyping of each samples was
carried out automatically using the allelic ladders included in each
kit as a reference and using GeneMapper™ ID software v3.2
(Applied Biosysterns).

Matching probability {MP), power of discrimination (PD),
polymorphic information content (PIC), power of exclusion {PE)
and typical paternity index (TPl) were calculated using Power-
Stat version 1.2 software package [7]. Hardy-Weinberg equilib-
rium (HWE) was assessed with GENEPOP software version 4.0
{81

Allele frequencies and forensic indices are summarized in Table
1, available as an e-component.

The concordance study, performed by comparing the results
obtained with the two PCR Amplification Kits, showed no
differences in all genotype profiles.

No deviation from Hardy-Weinberg expectations was detected
at either locus {p-value >0.05), Moreover genetic analysis using Fst
estimation showed no evidence for differentiation at the five new

1872-4973/$ ~ see front matter © 2012 Elsevier Ireland Ltd. All rights reserved.
htep:/fdx.doi.orgf10.1016/j.f5igen.2012.10.007

loci between Apulia and ltalian populations {Fst values ranged
from 0.01 to 0.10) [9~12].

The combined power of discrimination (PD) for the five
studied loci is 0.999998793; this means that when two
individuals are chosen at random from an Apulian population,
they will show different genetic profiles with a probability of
99.9598793%. The combined power of exclusion (PE) is
0.996834296, higher than power of exclusion if these markers
are used one by one.

All five loci showed an observed heterozygoties greater than
0.71, with the highest value for D151656 and D125391. These loci
have also the highest value of polymorphism information content
(PIC), so they may be considered as the most informative markers.
The high levels of polymorphisms of the analyzed loci in the
Apulian population allow to confirm that these markers are useful
tools in paternity and forensic analysis from degraded DNA
samples [13-20].

Confiict of interest statement
None,

Appendix A. Supplementary data

Supplementary data associated with this article can be found, in the
online version, at http:/{dx.doi.org/10,1016/i.fsigen.2012.10.007.
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