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Source/Description: A 3.6 kb EcoRI fragment (lambda ABL3)
containing portions of exons 7 and 8 and the intervening intron
of the ABL oncogene was isolated from a chromosome 9-specific
library (ATCC # LAO9NSO1) using a 1.7 kb Abelson murine
leukemia virus probe (v-abl, ONCOR, Inc.). A single copy 1.8
kb BgllI fragment (ABL3) was derived from the original lambda
clone and detects the Stul RFLP.

Polymorphism: The 1.8 kb Bglll probe detects polymorphic
fragments of 7.2 kb and 4.2 kb in Stul digested genomic DNA.

Allele Frequencies: The allele frequencies were estimated from
26 unrelated caucasians.

Allele #1 7.4 kb .06

Allele #2 4.0 kb .94

Enzymes not detecting Polymorphisms: The following enzymes
were found not to detect polymorphisms using at least 10
unrelated individuals: Mspl, Rsal, Taql.

Chromosomal Location: The ABL oncogene has been mapped
to chromosome 9q34 (1).

Mendelian Inheritance: Codominant inheritance.

Availability: The plasmid pABLS3 is available from Dr M.Smith’s
laboratory at U.C. Irvine.

Comments: The 1.8 kb BglII probe fragment has been subcloned
in pUC19 at the HinclI site to create plasmid pABL3. A double
digest with EcoRI and HindIII will excise the 1.8 kb probe intact.
No probe prehybridization is necessary. Precise location of the
probe fragment within the ABL oncogene was aided by published
restriction data of the ABL locus (2).
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Source and Description of Clone: A 543 bp cDNA insert was
isolated from a human placenta library constructed in EcoRI-
cleaved Agtl0 (1). It covers from the aminoacid 361 to the
aminoacid 541 of the human coagulation factor XIIla (FXIIIA)
subunit and it is adjacent to a 1161 bp cDNA segment that already
detects several RFLPs (2).

Polymorphism Described: HindIIl identifies a 2 allele
polymorphism (H1: 5.4 kb; H2: 3.7 kb) and three invariant bands
of 5.7, 2.5 and 2.3 kb.

Frequency: estimated from 28 unrelated Caucasians.
H1: 0.14 + 0.05
H2: 0.86

Not Polymorphic for: Avall, Bell, Bgll, Bglll, Mspl, Pstl, and
Tagl with DNA from 13, 7, 13, 14, 7, 12 and 7 unrelated
Caucasian individuals, respectively.

Chromosomal Localization: to bands p24 —p25 on chromosome
6 (3).

Mendelian Inheritance: Co-dominant segregation has been
observed in 3 two-generation families.

Probe Availability: Contact Dr U.Grundmann, Berhingwerke,
AG, Marburg.

Other Comments: This RFLP was observed under wash
stringency of 0.3x SSC at 65°C.
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